A.1: MSA for primer design

A.1 Multiple Sequence Alignments used for primer design

Gram Negative PAH-RHDa Multiple Sequence Alignment

10 20 30 40 50
R [ A (R IV AR IR

gi|2199557|gb|AF004283.1|

9112189972 dbj | AB004059. 1
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P

gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657
gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRrRRRR

O T S I I e
gi|2199557|gb|AF004283.1|

9112189972 | db | AB004059. 1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254

RFRRRRR

110 120 130 140 150
O e e e e e T

AAGAAGCGTCCGCTGGGAATTCCAACGATGCGGGATCGTGCGATGCAG g
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

160 170 180 190 200
S [ A (PR IV AR IR

gi|2199557|gb|AF004283.1|

AN PRV PR SR RPN T T B Rl G CTGTGGAAACT GGCACT TGAGCCGGTTGCCGAAACGCGTGTAGATCCCA
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657
gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3|:16051-1740

RFRRRRR

210 220 230 240 250
T S e L I e I e
gi|2199557 |gb|AF004283.1]|
I S T L LI Ml C T CCTAT GCAT T TCGGCCGCAGCGATCCACTGCCGATGCARTCGCACAT
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRRRR

260 270 280 290 300
B e T T T I e

TGCTTCAATGCACTGGCGAAACGTGGTTCGGCGCACTGGGTACTGGAAG

142



A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

310 320 330 340 350
R A AN AU ISR ISR IO IS I

gi|2199557 | gb|AF004283.1|

EN PR P SR IR T LI R T GACAT TCGAGGCTGTTTCGACAATATCAGTCACGATTGGCTGCTCACCA
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

RRRRRR

360 370 380 390 400
e T T [ e e e e
gi| 2199557 |gb|AF004283.1|
L S I LT LI Ml C TG CCATGGATARGG GG TCTGCGCARATGGCTTCGAGCGGGGTAT
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRrRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRERRRRR

410 420 430 440 450
B e e T T I e

GTCGATCAGGGAGCCTTGTTCGCAACGGAGGCAGGAACCCCGCAAGGGG
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

460 470 480 490 500
O e e e e e I

"TCATCTCTCCGGTACTTGCGAATTGGACGCTGGATGGCCTGGAAGATE

510 520 530 540 550
e T S I I

TCGTCCATGCAAGCGTGGCTTCGACAGCGCGCAAGCGTAAGCCATTC"g
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

560 570 580 590 600
B e e e I I e

‘TACACGTCGTACGATATGCCGATGACTTCATCATCACAGGGGCCACGCE
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |

610

620

630

640

650
|

AGCTGTTCTGCAACATCAGGTTCGICCTGCAATTGAGGCGTTCCTGAAR

660

670

680

690

700

147



A.1: MSA for primer design

gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

HRrRRR

‘GCGTGGACTGGAACTCTCTGATGAAGAGACTCAGATAACGCATATCTCE

710 720 730 740 750
e e e e T I e

CAAGGCTTCGATTTTCTGGGCCAGAACGTACGCAAGTACGCCGGCAAGCE
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

760 770 780 790 800
T L IO IO IR IV VRN ISR B

gi|2199557|gb|AF004283.1 |

9112189972 db3 | AB004059 . 1
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj |D84146.1|P

gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

810 820 830 840 850
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A.1: MSA for primer design

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
gi|17863948|gb|AF448047.1
gi|17863956|gb|AF448051.1

GGGAAATCGCGAACGCAAACAAGGCGGCGACTCAAGCTAACTTGATCTTE

860 870 880 890 900
e T S I I

ACCCTGAACCCGGTAATCCGAGGATGGGCCATGTATCATCGCCATGTT E
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

910 920 930 940 950
L e e I I e

CGCCGCCAACGTTTCGCATGGATCGACCATCAGATTTGGCAAGTGTTATE
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A.1: MSA for primer design

960 970 980 990 1000

N L IR IR IR IR VRN (RN B
gi|2199557 |gb|AF004283.1 |

9112189972 |db | AB00405 . 1
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

1010 1020 1030 1040 1050
SO O e O e e I R I
gi|2199557|gb|AF004283.1|
9112189972 | dbj | AB004059. 1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2]|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

RRRRR

1060 1070 1080 1090 1100
N T L IO IO IR IV IV RN B

gi|2199557 | gb|AF004283.1 |

9112189972 b3 | AB004059. 1
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRrRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

1110 1120 1130 1140 1150
B e e e I I e

TGTTTCGATCGTGCGGCATATCAAAATATGCAGTGCAGCGAACCCGTTCE

1160 1170 1180 1190 1200
O e e e e

ATCCGGCATGGACGTTTTACCTTGAGCGTCGAAGAGCGCATCGTCAGGTT]
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A.1: MSA for primer design

gi| 254028638 |gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2]|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR

1210 1220 1230 1240 1250
O e e e e e T

GCCCAGTCTTACTCAGGCTGCTGGAAGGCTTGAGCCGTATGAGGGGTG‘g
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.

1260 1270 1280 1290 1300
B e e e I I e

TCCCAAGTACGGTTCTTAGGGGAGACAGGGGTGGTAACACCCCTGTTTTE

1310 1320 1330 1340 1350
B e o e I I

CCCGACTGAAAGCGCATATCGGAGCCGACGCAGAATCGGGCCTGGTAC‘E
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1(:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

RRRRRR

1360 1370 1380 1390 1400
B T S e I I

CATGTCCATGCACAGCCGCCAACGTGGCTGACGTGACGGAAGTTGCCC‘E
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

1410 1420 1430 1440 1450
S [ A (PR IV AR IR

gi|2199557 |gb|AF004283.1 |
T P N p YT e Ml 1 TG CACGG T GGCGAGAACG T TGTCTGTGCTTGGGGTTACACCGGCGT
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

1460 1470 1480 1490 1500
R R [ U (N IV AR IR

gi|2199557|gb|AF004283.1 |

T S T L LT e Mla CAGAAACGGCCTGAGCACGACGGTCGGCAAGTGATCTGGCAGATCTGUG
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

1510 1520 1530 1540 1550
R [ A (R IV AR IR

gi|2199557 |gb|AF004283.1 |

9112189972 |db | AB00405 . 1
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 | gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254

RFRRRRR
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

1560 1570 1580 1590 1600
e T S I I

CAGGCGCAAGATCGAGAAGGCCAAAGCCCAGGTACGTGCGAAGGTCG"g

1610 1620 1630 1640 1650
B e e e I I e

‘TCCGTTTCGGGTGATCAAGCGTCAGTTCGGTTATGTGAAGACCCGCTTE
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRRRR

1660 1670 1680 1690 1700
B o e e I I

CGTGTCCTGGCCAAGAATACGGCGGAATTGACCACACTGTTCGCGCTGTE
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

1710 1720 1730 1740 1750
R A AN AU ISR ISR IO IS I

gi|2199557 | gb|AF004283.1|

gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

RRRRRR

1760 1770 1780 1790 1800
e T T [ e e e e
gi| 2199557 |gb|AF004283.1|
L S I LT LI Ml CCCCGTGAGTGACAGAARACCAGGGCT TTGCCTCGGTTATCCAATAACH
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRrRRRR

GTCGACGCATGATGCAG

1810 1820 1830 1840 1850
B e I I e

CAGCGACTGAAAATCGGGCATTTCGGCATCCCTAAGCCGCCCATTTCC E

ACTGGGCCGATCGCCTCGACCTCTTCGAGCAGAACCAGGTCGAGGCGGCC
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

1860 1870 1880 1890 1900
O e e e e T

CTGATGAGCAACTTGTTCGGAGTTTCCCTAAAGCACAAGCGCAAGCCATQ

AGCATGCCGCTCACCGIGCATCTGGAAGGTGTGCCCGCATTCCCGAGT E

1910 1920 1930 1940 1950
O T S e T I

AGAAAAGAGTGCCTGAGTGTGCRCREIGETECCCRELE R CREAEGCCECT
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

ACGCCGGTTGCCGCTTCCeCealYeCleiye]
GCAAACCGCAAGCGCGCCCTCTACGCCGGTTGCCGCTTCES Tlec

1960 1970 1980 1990 2000
B e e

ATV ARG A A A TCACHI e TGAAINEANIGGACI TGTTTTTGTGG

CifeGifeAdleAAleCeGGTGACGCCATGCCGTTGGTTTCTRCCGCCGCACA
TCGT[ERCGEY,) GGTGACGCCATGCCGTTGGTTTCTGCCGCCGCACA
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |

2010

2020

2030

2040

2050
|

GCCARCGGATEATHCCEAAGEGTAGCCGATABGEAEATATGCIEIETGAIY

CGGCTGCCGRCAGTGCCGCCCCAGCGATCGGCCGCGCCGCTGGTGCCTTC
CGGCTGCCGECAGTGCCGCCCCAGCGATCGGCCGCGCCGCTGGTGCCTTC

2060

2070

2080

2090

2100
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A.1: MSA for primer design

gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RHRrRRR

ACGACGATCCGAGACALAGCCAGIAGATHCGCAGCCTCARTGCGEeGCT

GGACATTCAGCGCGAGAGAATGGATTTGTTCGATGTCTTCGAAGCGCCGC
GGACATTCAGCGCGAGAGAATGGATTTGTTCGATGTICTTCGAAGCGCCGC

2110 2120 2130 2140 2150
e e e e T I e

GErrEAceTAACEABAETEANTE A TEA T TE G TTGATEAGTEA

ACAACCTTCCCGTCGCTIGCGTTTGCCAAGATGGCGGGCAAATCTCGCAG
ACAACCTTCCCGTICGCIGCGTTTGCCAAGATGGCGGGCAAATCTCGCAG

ATGGARTGETR GG ACECCTCATTTGEE
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1 |
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

2160

2170

2180

2190

2200
|

1 Xele GAAAGCTHAAGleleiifele GCleGCCTRNATCAINT Tele TTERWT CLAA G

TGGATCAGCTACGAGATCCAGGCGGGCAACTTGCTGGCGTTGAACGTGG
TGGATCAGCTACGAGATCCAGGCGGGCAACTTGCTGGCGTTGAACGTGG

T A SO eA A OA GO S TE ST EA TGO T GE TSRS

2210

2220

2230

2240

2250
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A.1: MSA for primer design

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 N AGTATTEAGENATANCGATEGI{EEETETHTT GGCCEATT
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

PR ST WL OR R APVl kLT kB N Il CAA CCGCGGCCAGCGCGTGCCGGACTGGCACCTCGACCCGCTCAAGCACG
gi|1255665|dbj|D84146.1|P @VNddeldelclelw Yeleldle) (eleleleler Yo elelei Yelel foler Velelolelel [or.V-\eloi Yole
gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. AGGTECECATETELTATAS T N eildecEeCGCTEeGEeARTT/decGC
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

2260 2270 2280 2290 2300
e e I I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 GES{eGCHAAAATAREGCTECEAECT TIETETIESeTET Ts{deseC
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

S ER ST Y LIRS YP-N L Lk kB N IlA GCTGATCCAGTCTGTCCTGAAGCTGACCAGGGGTGCGGACCCTTGGCAG]
gi|1255665|dbj|D84146.1|P IYelehierVielelNe) [on el folel fer.V.Xelos fer.Nelor.\elelele) [eleleler Yololel i {elelel Ve
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. TEECETGHGGTHGCCGGTCANSTTCECGAAAMECEIECEAGGECHEGEA
gi|17863952|gb|AF448049.1

gi|17863948|gb|AF448047.1

gi|17863956|gb|AF448051.1
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

2310 2320 2330 2340 2350
L e e I I e

G e A cacEicaf T Tl GC A TCTETGAARTCCAETHGGACY

ATCTACCATGCACTGCTGCAGCCGCGCTCGATGCTGCGGGGGCGCTCGGC
ATCTACCATGCACTGCTIGCAGCCGCGCTCGATGCTGCGGGGGCGCTCGGC

eCCGeGeldNeler\alNele Gelele Chv- MG T(eCiNe G CT GGG GLIT T Cii Gy
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A.1: MSA for primer design

2360 2370 2380 2390 2400

e T e
gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 GicccTAgecEITCAANYITICGTGGCCTTEGCHGGEAT ALY
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

PN S LTI i YP Nl kT Lk kB W A C T GGAGGGCGTGACTGCCAGCAATTTCGACAAGCTCGTCATGGCCGTGA|
gi|1255665|dbj|D84146.1|P IYehieleiNelelelele) fer-YoufelelerNelor V-V Cyeler-Yor.V-Neleh oley [oi: b {elelelele) | E
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. CEGAAGACH{ECABGANCGAGTCEIGAATRTGAEAEATCETEGTTEC
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRrRRRR

2410 2420 2430 2440 2450
e I I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 [ErilaEcaaraiiccecicTldecccrlicEAGETTCCTETECEAGACCETG

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| [EENXINSIIEIE VTV ITer VATl Nleleleleles feleleleles [olele - [leh el

gi|1255665|dbj|D84146.1|P [dleYerNelelelener.V.Xeler. V.V Velelel VN [eler Xelelelelelel {elelelele (elele Tiee (!

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. [deccEaecitichTEY\cEdde \ccicaaccGATNGCEAAEccacsca

gi|17863952|gb|AF448049.1
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

2460 2470 2480 2490 2500
L e [ I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 [EalYeceTEa N IraerddeTciVIrcAGAAEARCTTETTCGCHCECGTCGR
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

P ERE L LT APV kL Ll k B N I G TAGTCAAACAACGGGCCGGTAAGGGATGGCCTGGACATTATTCATATTA|
gi|1255665|dbj|D84146.1|P GTAGTCAAACAACGGGCCGGTAAGGGATGGCCTGGACATTATTCATATTE
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. TGECATCHEeECGECTEeGCALCAACTGECEAAECEGCIIIGAGTTCRGCC
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

2510 2520 2530 2540 2550
e P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 AcTEANYecchcAckca{dderAccTEAABCECANTeCcCEgsAARAGEC

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

PR ST LT ORe YP N ke L L kB N I G TGATACTAATAT TCAT TTATGGTTTATTGACTATTAGAATACAGTCAZ

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. cijgecc¥eriicccaaccgdengiiciteccedevticcETcddeccETiiy

gi|17863952|gb|AF448049.

gi|17863948|gb|AF448047.

gi|17863956|gb|AF448051.

gi|10953981|gb|AF306429.

gi|54306270|gb|AY694159.

gi|10505258|gb|AF295033.

gi|50725016|dbj|AB161232.

gi|90567897:31379-32728 P

gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S

gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.

gi|270118907 |emb | FM882254

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1

gi|35396185|gb|AY367788.1

gi|1255665:3690-4271 Pseu

gb|AF252550.1]:772-2115 C

gi|310976243|gb|HQ380297.

gb|M23914.1| PSENDOABC:186

gb|AY887963.3]:16051-1740

HRRRRR

2560 2570 2580 2590 2600
e e I

gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 prEechrecTEaccTEcT@NIScCE N cEdiGIGAGCTGECTGTA

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| EECCATGGAACCAT""CATATAAATACAGAAGCTAGATCTATGGAAC

gi|1255665|dbj|D84146.1|P AIWNCATGGAACCATAAAECCATATAAATAAAGAAGCTAGATCTATGGAAC
gi|300676625|gb|HM368649. :
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

173



A.1: MSA for primer design

gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR

gcErTEEcTGGGTRGECCCE TG TGEAGTI TCAGEE TCGCGC

ATGGAACT

ATGGAACT]

ATGGAACT

2610 2620 2630 2640 2650

CGGGTGCGCTGEETTAGCGHTEGT T ThECEGICife TGAGECAACHECGTG

TCTCGTACTACCGAACAATCGCOGCTTGCCTTTTGATTCCGGTGCCAACC
TCTCGTACTACCGAACAATCGCOGCTTGCCTTTTGATTCCGGTGCCAACC

TCTCGTACTACCGAACAATCGCEOGCTTGCCTTTTGATTCCGGTGCCAACC
TCTCGTACTACCGAACAATCGHRYAGCTTGCCTTTTGATTCCGGTGCCAACC

GGE{TCCGGGCGGECRTGTCAeAAIIACGTIREICALNIGAACTGT[HEGTAG

TCTCGTACTACCGAACAATCGRMIGCTTGCCTTTTGATTCCGGTGCCAACC

TCTCGTACTACCGAACAATCGRYAGCTTGCCTTTTGATTCCGGTGCCAACC

TCTCGTACTACCGAACAATCGCEOGCTTGCCTTTTGATTCCGGTGCCAACC
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.

2660 2670 2680 2690
B e e I I e

ARANCE TS AGGACCTGCRGTHAA[JEAGGGCHGECTGG TEAECIY T

TTTTGGAAGTGCTCCGTGAGCACCGTGTIGGGTATTTCCTACAGCTGTATG
TTTTGGAAGIGCTCCGIGAGCACCGTGTIGGGTATTTCCTACAGCTGTATG
TTTTGGAAGTGCTCCGTGAGCACCGTGTIGGGTATTTCCTACAGCTGTATG
TTTTGGAAGTGCTCCGTGAGCACCGTIGIGGGTATTTCCTACAGCTGTATG

GCGCTTCCENgeGGATCAGCGEeCCChClder N cGEEIIATCTACEGCGC

TTTTGGAAGTGCTCCGTGAGCACCGTGTGGGTATTTCCTACAGCTGTATE

TTTTGGAAGTGCTCCGTGAGCACCGTGTGGGTATTTCCTACAGCTGTATE

TTTTGGAAGTGCTCCGTGAGCACCGTGTGGGTATTTCCTACAGCTGTATE

2710 2720 2730 2740
B e T I e I e

prcacEacceececiachTeTcCART TCecCClTEAACTGGCGTE{ECA

TCTGGACGATGCGGTACTTGCCGCTGCCGAGTTATAGATGGCAGCGTCE
TCTGGACGATGCGGTACTTGCCGCTGCCGAGTTATAGATGGCAGCGTCE

TCTGGACGATGCGGTACTTGCCGCTGCCGAGTTATAGATGGCAGCGTCE
TCTGGACGATGCGGTACTTGCCGCTIGCCGAGTTATAGATGGCAGCGTCA

2700

2750



A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

RFRRRRR

ARGCACACGEETCCCATGCTTTETGTGGEGECHGEHACAETCTGECGCC

TCTGGACGATGCGGTACTTGCCGCTGCCGAGTTATAGATGGCAGCGTC‘E
TCTGGACGATGCGGTACTTGCCGCTGCCGAGTTATAGATGGCAGCGTC‘E

TCTGGACGATGCGGTACTTGCCGCTGCCGAGTTATAGATGGCAGCGTC‘E

2760 2770 2780 2790 2800

ATecCT/EeATATEGCCTA[EGAGGIACGCH T TGGCG TV YEGCGTIGCAT

TAGTTCGGCGGCGAAAAGCGGTGACTCAAATCGCATCGAAGAGCATTATG
TAGTTCGGCGGCGAAAAGCGGTGACTCAAATCGCATCGAAGAGCATTATG
TAGTTCGGCGGCGAAAAGCGGTGACTCAAATCGCATCGAAGAGCATTATG
TAGTTCGGCGGCGAAAAGCGGTGACTCAAATCGCATCGAAGAGCATTATG

CGTCCTTTEATCGTTCEAEClECACTGGAAEGGGATGAGCACCCCA

TAGTTCGGCGGCGAAAAGCGGTGACTCAAATCGCATCGAAGAGCATTATE
TAGTTCGGCGGCGAAAAGCGGTGACTCAAATCGCATCGAAGAGCATTATE
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P

TAGTTCGGCGGCGAAAAGCGGTGACTCAAATCGCATCGAAGAGCATTATE

2810 2820 2830 2840 2850
e e e e T I e

GCAGETTGGTGETIE{EGA GG TGGTGCGGAE T TGLGCAGC TH{eL I T

TACTCGCCTGTCAGTCAGTGCTCACCAGCAATTGCGCAATTGAGATCATA
TACTCGCCTGTCAGTCAGTGCTCACCAGCAATTGCGCAATTGAGATCATR
TACTCGCCTGTCAGTCAGTGCTCACCAGCAATTGCGCAATTGAGATCATH
TACTCGCCTGTCAGTCAGTGCTCACCAGCAATTGCGCAATTGAGATCATE

BcEATCTGHACT TCGGTE{SGCLGEGAGCGGARBATCTAIIECGAGGA

TACTCGCCTGTCAGTCAGTGCTCACCAGCAATTGCGCAATTGAGATCATE

TACTCGCCTGTCAGTCAGTGCTCACCAGCAATTGCGCAATTGAGATCATE

TACTCGCCTGTCAGTCAGTGCTCACCAGCAATTGCGCAATTGAGATCATE

2860 2870 2880 2890 2900
B e e I I e

TeEcETEcEAYeTCCACEGECTGAAGEAAETTCCCGGCENIGTCATCEAG

GACTCAGACGACATAGTCACTCACCCGGCGCGAATCATCAAAGGCATG
GACTCAGACGACATAGTICACTCACCCGGCGCGAATCATCAAAGGCATG
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRERRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254

RFRRRRR

GACTCAGACGACATAGTCACTCACCCGGCGCGAATCATCAAAGGCATG
GACTCAGACGACATAGICACTCACCCGGCGCGAATCATCAAAGGCATG

cGEcTTCIECATHGECTCEAAGGTTTCHEAA T CI{SAGGTGAA TG ClEN

GACTCAGACGACATAGTCACTCACCCGGCGCGAATCATCAAAGGCATG E

GACTCAGACGACATAGTICACTCACCCGGCGCGAATCATCAAAGGCATG E

GACTCAGACGACATAGTCACTCACCCGGCGCGAATCATCAAAGGCATG E

2910 2920 2930 2940 2950

GAAGCGETGECGEAA S TGGECGGEETGLICI{STTGCGGCG GTGG%AA

ATCGATAAABCATGA

TGTCGCCGTCGAGTCGCCCACTCACGATATTCGICGCATCCGCATTCGCC
TGTCGCCGTCGAGTCGCCCACTCACGATATTCGCCGCATCCGCATTCGCC

TGTCGCCGTCGAGTCGCCCACTCACGATATTCGCCGCATCCGCATTCGCC
TGTCGCCGTCGAGTCGCCCACTCACGATATTCGCCGCATCCGCATTCGCC

TGTIGCEXa\GeldeCieCCleleleCeCGeToeTCCLMsCleleCCiyele ToXeCle

TGTCGCCGTCGAGTCGCCCACTCACGATATTCGCCGCATCCGCATTCGCC
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

TGTCGCCGTCGAGTCGCCCACTCACGATATTCGCCGCATCCGCATTCGCC

TGTCGCCGTCGAGTCGCCCACTCACGATATTCGCCGCATCCGCATTCGCC

2960 2970 2980

R
TCRATCCTCEAEC CTl
TAT TAGARTECGTTCT Gﬂé G

2990 3000

e
AAEGAGCGAGCGTAACK G
AATAANTAATGANGALYEGA -G

CTCACCCGGACAGTACGCGA®GCTACAGTT
CTCACCCGGACAGTACGCGATGCTACAGTT
CTCACCCGGACAGTACGCGATGCTACAGTT
CTCACCCGGACAGTACGCGATGCTACAGTT

TCGCCAAGCCCTTCGAGTT,

TCGCCAAGCCCTTCGAGTT]
TCGCCAAGCCCTTCGAGTT,

INIGileAleiNe CleleliGAT TGCECALCIRGECleGeAlGeldeleGClaiyXele T(e

TCGCCAAGCCCTTCGAGTTECTCACCCGGACAGTACGCGATGCTACAGTT]
TCGCCAAGCCCTTCGAGTTECTCACCCGGACAGTACGCGATGCTACAGTT]

TCGCCAAGCCCTTCGAGTTRCTCACCCGGACAGTACGCGATGCTACAGTT

3010 3020 3030 3040 3050
B I N —
GCCGGT THACCATAG CATCGGGCI{EAGCAC TCGGEGGT
ICEGTG Jccer AlelerYelelonel TACETCEGGETGA

179



A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRrRRR

CAGTCCCGAACATGTGCGTCCATATTCAATGGCTGGTCTGCCAGATGACC
CAGTCCCGAACATGTGCGTCCATATTCAATGGCTGGICTGCCAGATGACC

CAGTCCCGAACATGTGCGTCCATATTCAATGGCTGGTCTGCCAGATGACC
CAGTCCCGAACATGTGCGTCCATATTCAATGGCTGGTICTGCCAGATGACC

TGTGGEGCTCEGGCCATEGTAGAGGCECTGAARCTECTCETTGCTCECHT

CAGTCCCGAACATGTGCGTCCATATTCAATGGCTGGTICTGCCAGATGACC

CAGTCCCGAACATGTGCGTCCATATTCAATGGCTGGICTGCCAGATGACC

CAGTCCCGAACATGTGCGTCCATATTCAATGGCTGGTICTGCCAGATGACC

3060 3070 3080 3090 3100

GHTF“Gcc cTaclcceTCE ATATGCET] ; TC
GCCGC CTACEGCGTCls THTGC ? TC

AGAAATGGAGTTCCATATCCGCARAAGTGCCGGGCGGGCGTGTCACGGAG
AGAAATGGAGTTCCATATCCGCAAAGTGCCGGGCGGGCGTGTCACGGAG
AGAAATGGAGTTCCATATCCGCAAAGTGCCGGGCGGGCGTGTCACGGAG
AGAAATGGAGTTCCATATCCGCAAAGTGCCGGGCGGGCGTGTCACGGAG

GGEciraEchlccceaeeicaTc TGCCEATECETTCTATCCCAGHEETE
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3]|:16051-1740

gi|2199557 | gb|AF004283.1|
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1

"GAAATGGAGTTCCATATCCGCAAAGTGCCGGGCGGGCGTGTCACGG‘g
"GAAATGGAGTTCCATATCCGCAAAGTGCCGGGCGGGCGTGTCACGG‘g

"GAAATGGAGTTCCATATCCGCAAAGTGCCGGGCGGGCGTGTCACGG‘g

3110 3120 3130 3140
GGGCCGC BGAG caGGTEARCTTCT
GGGCCGC r CAGGT[gARCTTCT]
EXEcHTCCAEETA

TATATTTTCGAGCACGTCCGCGAAGGTACAAGCATTAAGTTGAGE®GGGCC
TATATTTTCGAGCACGTCCGCGAAGGTACAAGCATTAAGTTGAGTGGGCC

TATATTTTCGAGCACGICCGCGAAGGTACAAGCATTAAGTTGAGIGGGCC
TATATTTTCGAGCACGTCCGCGAAGGTACAAGCATTAAGTTGAGTGGGCC

BCliGAGCGAAGEHSGECATGCGAGCCCANT TTAAGIANTCCAAGEEAAAC[EA

TATATTTTCGAGCACGTCCGCGAAGGTACAAGCATTAAGTTGAGTGGGCC

TATATTTTCGAGCACGTCCGCGAAGGTACAAGCATTAAGTTGAGTGGGCC

TATATTTTCGAGCACGTCCGCGAAGGTACAAGCATTAAGTTGAGTGGGCC

3160
el

CTCCCGAATGG CACAT Ciyeiteler TACHE T G
ATCECECCGAATGG CACAT] TGAccE TACEChE

eccTEARGCETACGCGCTECAATHEGCAGTGETCEAGGAGCEECTCAAL

3170 3180 3190

3150

3200



A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRERRRRR

TCTTGGTACGGCCTATCTGCGTCAGGCTCACACCGGGCCGATGCTGTGTG
TCTTGGTACGGCCTATCTGCGTCAGGCTCACACCGGGCCGATGCTGTGTG
TCTTGGTACGGCCTATCTGCGTCAGGCTCACACCGGGCCGATGCTGTGTG
TCTTGGTACGGCCTATCTGCGTCAGGCTCACACCGGGCCGATGCTGTGTG

BeceaTcaTleaacccEarEcceTETTHECECAREA TSI ETCECCGE

TCTTGGTACGGCCTATCTGCGTCAGGCTCACACCGGGCCGATGCTGTGTE

TCTTGGTACGGCCTATCTGCGTCAGGCTCACACCGGGCCGATGCTGTGTE

TCTTGGTACGGCCTATCTGCGTCAGGCTCACACCGGGCCGATGCTGTGTE

3210 3220 3230 3240 3250
c CTAGAGGTHEEGAAGTI{ECGGCC

GC CTGGAGGT{HeleGAAGTIECGGCC
paccTEedeecTereTTEAACGCeTClicECcCGEAGALCHGEARCETCGA

TGGGCGGCGGGACCGGACTCGCACCGGTIGCTIGTICGATTGTTCGCGGCGCG
TGGGCGGCGGGACCGGACTCGCACCGGTGCTGTICGATTGTTCGCGGCGCG
TGGGCGGCGGGACCGGACTCGCACCGGTIGCTGTICGATTGTTCGCGGCGCG
TGGGCGGCGGGACCGGACTCGCACCGGTIGCTIGTICGATTGTTCGCGGCGCG

eleGIACGGCIGEAECHGHe TieCeipsife Gelde T/ oA dooeloerVICLICHING
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

TGGGCGGCGGGACCGGACTCGCACCGGTGCTGTCGATTGTTCGCGGCGCE

TGGGCGGCGGGACCGGACTCGCACCGGTGCTGTCGATTGTTCGCGGCGCE

TGGGCGGCGGGACCGGACTCGCACCGGTGCTGTCGATTGTTCGCGGCGCE

3260 3270
[

CEGHAAACCTCHGTGTACGATTTT

CT

CCTT); GTGTACGATTTTE E

3280 3

GTC CC
GTC

290 3300

TTC @TGCle
TTC| [@TGCle,

GGTRGAGEAeTCGAXdeCcCARGTLCAM A AIFEIGIICGGTACACCGTGCE

CTGAAGTCGGGAATGACGAACCCCATCCACCTTTATTTCGGGGIGCGCAG
CTGAAGTCGGGAATGACGAACCCCATCCACCTTTATTTCGGGGTGCGCAG
CTGAAGTCGGGAATGACGAACCCCATCCACCTTTATTTCGGGGTGCGCAG
CTGAAGTCGGGAATGACGAACCCCATCCACCTTTATTTCGGGGIGCGCAG

TACYYeCGCeAR THEGAECCEE TG TIETATGCAANCCARTIEETGC TARGT

CTGAAGTCGGGAATGACGAACCCCATCCACCTTTATTTCGGGGTGCGC‘g
CTGAAGTCGGGAATGACGAACCCCATCCACCTTTATTTCGGGGTGCGC‘g

CTGAAGTCGGGAATGACGAACCCCATCCACCTTTATTTCGGGGTGCGC‘g

TGCGRACET

TGCGHC

3310 3320

Cle CTGAC
®@GAICTe/\&T.

3330 3

GCRAGC]
GCHGC

GCAACATC
GCAACHTC

340 3350

EEE?I 252
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

GEGAACGCTGACHGCAEGGCTTEIAATGCIEGTEGECEGTCGTCTHCCTG

TCAGCAAGACCTTTACGACGCAGACCGATTGAACCAACTCGCGGCTATCC
TCAGCAAGACCTTTACGACGCAGACCGATTGAACCAACTCGCGGCTATCC

TCAGCAAGACCTTTACGACGCAGACCGATTGAACCAACTCGCGGCTATCC
TCAGCAAGACCTTTACGACGCAGACCGATTGAACCAACTCGCGGCTATCC

AGGCETGEAGCCGAGATTCECALTECGGGCE YT TCAAGCGAARGGHGA

TCAGCAAGACCTTTACGACGCAGACCGATTGAACCAACTCGCGGCTATCC
TCAGCAAGACCTTTACGACGCAGACCGATTGAACCAACTCGCGGCTATCC

TCAGCAAGACCTTTACGACGCAGACCGATTGAACCAACTCGCGGCTATCC

3360 3370 3380 3390 3400

R I I el
Ay CTGGATHTGGGTTRTITCGTTAAC CCAGL\GCGT
QT CTGGATCTGGGT T TITCGTCAAC CCAGHGCGT
GAATARGIYCTCACCGTEGAGECAGECHGAATGGACEGETAGGCGTCCCA
ACCCTCAACTGACTGTCCATACAGTGATCGCGACGGGCCCGATTAATGAG
ACCCTCAACTGACTGTCCATACAGTGATCGCGACGGGCCCGATTAATGAG

ACCCTCAACTGACTGTICCATACAGTGATCGCGACGGGCCCGATTAATGAG
ACCCTCAACTGACTGICCATACAGTGATCGCGACGGGCCCGATTAATGAG

piCeleTeAA CleleiNCleGTCLANEAIECT e GLANeCGGriCeeldeleleAierias
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |

‘CCCTCAACTGACTGTCCATACAGTGATCGCGACGGGCCCGATTAATG‘E

‘CCCTCAACTGACTGTCCATACAGTGATCGCGACGGGCCCGATTAATG‘E

‘CCCTCAACTGACTGTCCATACAGTGATCGCGACGGGCCCGATTAATG‘g

3410 3420 3430 3440 3450

B T I I

cilaccacaiy- GilcTilceTchic
chCCAc’;ETGHCTHCCTCE zix
EcrarTTiEecEaderGGGCATATIELYCGATCIAGTCLVACCGI T T TG

TATECTGCIEEGTTCAGGCLGA
TATECEGT(E GTTCAGGTEAA

IMGCCGGCCTAATTACCGATTTGATTGAAAAAGACATTCCCTC
GGCCAGCGGGCCGGCCTAATTACCGATTTGATTGAAAAAGACATTCCCTC
GGCCAGCGGGCCGGCCTAATTACCGATTTGATTGAAAAAGACATTCCCTC
GGCCAGCGGGCCGGCCTAATTACCGATTTGATTGAAAAAGACATTCCCTE

ETGGTEGAEAAET TTGCGCCCARCGHIGGCIGCGCTTTTGECGCGAGCG

GGCCAGCGGGCCGGCCTAATTACCGATTTGATTGAAAAAGACATTCCCTE
GGCCAGCGGGCCGGCCTAATTACCGATTTGATTGAAAAAGACATTCCCTE

GGCCAGCGGGCCGGCCTAATTACCGATTTGATTGAAAAAGACATTCCCTE

3460 3470 3480 3490 3500
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A.1: MSA for primer design

gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RRrRRR

GGETCGTTACTAATIT TGAACETCTTCANGEGATEGGE THITAGE
G TCGTTHCTAAT TTGAACETCTTCALGEGATEGGET THG
ErGAAAAECTGCACCTEGTCIYSSATCEATCHETCETRAAGACEAIACEA

GCTGGCTGGGTGGAGAGCCTACCTGTGCGGCGCACCAGCGATGGTTGACG
GCTGGCTGGGTGGAGAGCCTACCTGTGCGGCGCACCAGCGATGGTTGACG
GCTGGCTGGGTGGAGAGCCTACCTGTGCGGCGCACCAGCGATGGTTGACG
GCTGGCTGGGTGGAGAGCCTACCTGTGCGGCGCACCAGCGATGGTTGACG

cEaceccanceeciacer TR TCHgsCcCETACEBACCAETGEAACTIYEA

GCTGGCTGGGTGGAGAGCCTACCTGTGCGGCGCACCAGCGATGGTTGACE

GCTGGCTGGGTGGAGAGCCTACCTGTGCGGCGCACCAGCGATGGTTGACE

GCTGGCTGGGTGGAGAGCCTACCTGTGCGGCGCACCAGCGATGGTTGACE

3510 3520 3530 3540 3550

N R .
TCG. cTGCGGAACCTRccAcaTecTACECGGCcATA
TCGGY) CTGCCCAACCTHCCHCGT CGHGCATA

GIEGTACTTGATCTCGTLTCECCARGCTCCHGCEASGACAGTGTCAGTA

CTCTATGCACCGTCGCCAAAGITCTTGGAATATCGCCCGARCATATTTA
CTCTATGCACCGTCGCCAAAGATCTTGGAATATCGCCCGAGCATATTTA

CTCTATGCACCGTCGCCAAAGATCTTGGAATATCGCCCGAGCATATTTA
CTCTATGCACCGTCGCCAAAGATCTTGGAATATCGCCCGAGCATATTTA

GCElCAAGGGT[EABCTGCEGEGCGHGCCCTHCCGCEGTIEGCGTCRAGCRG
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1 |
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

CTCTATGCACCGTCGCCAAAGATCTTGGAATATCGCCCGAGCATATTT‘E

CTCTATGCACCGTCGCCAAAGATCTTGGAATATCGCCCGAGCATATTTA

CTCTATGCACCGTCGCCAAAGATCTTGGAATATCGCCCGAGCATATTT‘E

3560

®GCGGCG
®GCGGCG

GCCGAIGCCTTCTATCCCAGCGGGGTICTGAATTGCCCCGACCCTGCAC

T

3570

CACAG
AAAACACAG

3580

3590
-l

3600
|

GGGETG CCGH
GGGTG GC

EacTRa CEAGETGTGGEGCEATcCAAEACGGGETTGGTEC.TTGEGCGGE

CT

GCCGACGCCTTCTATCCCAGCGGGGTCTGAATTGCCCCGACCCT CACC
GCCGACGCCTTCTATCCCAGCGGGGTCTGAATTGCCCCGACCCTGCACC

GCCGACGCCTTCTATCCCAGCGGGGTICTGAATTGCCCCGACCCTGCACC

ErdecEAAGGHEACGCRGEEATECCEARGGACT TEAAACTEGAAGARA

GCCGACGCCTTCTATCCCAGCGGGGTCTGAATTGCCCCGACCCTGCACCE

GCCGACGCCTTCTATCCCAGCGGGGTCTGAAT!

GCCGACGCCTTCTATCCCAGCGGGGTCTGAAT

3610

3620

3630

3640

3650
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A.1: MSA for primer design

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
gi|17863948|gb|AF448047.1
gi|17863956|gb|AF448051.1

%TETGMTTCECGCTTTC : ‘AEGCGGCEGGGECTJ“AGTEAGC
T

GATCGATTCTCCGCETTC TGGGCGGGGGCTeANGTCAGCC,

TiicacTigeccilccifece TR TGN A CAIRCC THCINEGGHGGAGTCeE

CTGTACATCGAGAATTCATCAGGAAGACACTTAAATGAGCATCACTAR
CTGTACATCGAGAATTCATCAGGAAGACACTTAAATGAGCATCACTAR

CTGTACATCGAGAATTCATCAGGAAGACACTTAAATGAGCATCACTAR
CTGTACATCGAGAATTCATCAGGAAGACACTTAAATGAGCATCACT"Gg

EGEccrealEcAGChCARGGTIEECCECECGAGGCGGTGCAGHGT THGCET

CTGTACATCGAGAATTCATCAGGAAGACACTTAAATGAGCATCACT"Gg

3660 3670 3680 3690 3700
| .

e I I
A2 TACHEXEARCANEACALCE TleC GRATARNAT
AA2 CAGHCGATTC CAGTY C GET AAC]

TXEETRCTeaNEccCEEAGCHEAT e g EAE g TGA T

AT A A CHGAT T T GEGARAATICCCACACT R CCASC

CTTICGACCECGTGTEGAGEC T e AGC e TecEcEcANgS T
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

ARASTCT A A AU AT TGS EAARATCCCAGCTERCCASC

3710 3720 3730 3740 3750

A
A

R . O P
AﬂTT AACT. MG ONTTANT EAGAAAWNAARGCACLICTCACCATCAT[®GC
AN TT(@ VXA TIEC TygvT) GﬂcgggTAAAAGCACGCTCACCATCATC C

(CAACIANOACT TLVIGele THyA Tirer-XeAkAIKA AlSGINCIEINA TINCIACEATIV b miby

CIERCREART TCRGETGAAECALAREARREEECCCARECCCAETARGEC

oT TV, CCleC TTCENACGGCCES: A C G
CRlECHCRACTTCGLRGRETCREAR

e AT e AT AR A A A SIS e CC GRS CCOASTASGEC
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A.1: MSA for primer design

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1

3760 3770 3780 3790 3800

SR I R IR IR B PR R I I
ATECARNAT TINNAA T S CGELMTTATGAAACTTC
ATEC VAT TEAET 6 CGEeMTTATGGAACTTC

N AL U A i e A i A A e C Ol TTATGGAACT SCT

GETAAGCGCAACSAGECCCECAAGEAATTGRECCREATRGEGAREGATCY
craccgeccecaccecaifececaeciVicidenrecTcaifecAEcYg AEA

GEETAAGCGCAACRAGHCCCECAAGEAATTGRECCREATRGLGAREGATCE

3810 3820 3830 3840 3850

B I S I
CATACAGCCAAACAATCGCHE TR WAGTCCCGGE®GCCAACCTTC
CATACAGCCAAACAATCGCETer WAGTCCCGGe®GCCAACCTTC

CATACARCCEAACAATCGCITHATT®CCTT®AGTGCCGGIGCCAACCTTC)

T GH G CC A AN S ElT AT TCCCT A C OGRS RiACCE S

TcaYeGAecCcTATCARCEGGECCHESTGCACAFE T/ T TC TS G Yok Eie
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR

CoRTETEEE reoNcoE R R L EEAE CCaTAT TIEECCA

3860 3870 3880 3890 3900

B T Y I e
TGGAAGTGCTTCGCGAEAACGGTGTCGCTATTTCCTACAGTTGyS
TGGAAGTGCTTCGCGAAAACGGTGTICGCTATTTCCTACAGTTGyS

TGGAAGTGCTTCGCGAECAACGGTGTIRGCTATTTCCTACAGTT CTTGTCE

nlgeccErAeccegdea e cecC TATCRGCHGATGECGATGE TCEGC A

GG TG EECaCCGACA ST CO AT G ALE A C e G

I\GGelsGrY\Geldle GCCGACEC G svNeCleleTerbie GeleAifeCile Clele G T/
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

3910 3920 3930 3940 3950

GGGCGTTGCGGAACCTG®CGETGCCGGGTTACAGATGGINAGTGTAATTGA
GGGCGTTGCGGAACCTGECGCTGINCGGGTTACAGATGGOAGTGTAATT E

GGGCGTTGCGGAACCTGICGCTGCCGGGTTAAGATGGEAGTGT®ATTGA)

CATETGATCEAN Y fecTifsGEeTACAECGATCCleclE TCEAGGAEC

CeGCUNeGCCGHeAINe MCTCHCEeGEGEICAGEGEGGONIGAAUEAGE

EaTETGATCEANYYSEcTi{eGEeTACAECGATCCEeCE T GG NEC

3960 3970 3980 3990 4000

A
L

B N T I A ——
ielelelelen olelelerv.(elelele GTikAGCAGACCiNoeTGEL\CGLECATvAT[eTe®
TTCGGGGGCGGGAAGCG GTTRCC ACCpyele TGey \CG (e CAT v ATe Tes

e SRS T A VA EEGE A A TC A S CREAECECATECA G B EE

ceTleracEaeacciicEaTcigec TG TideeCclecG T TlerEACTGEREY
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A.1: MSA for primer design

gi| 254028638 |gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR

aAGGTCETETCCEGCE A EA e T T@AGGAARAGATCAGETGACGAE

GAATTCETGGAJAGCTATGALGTCEGEGLCARGAA

GCTETACEAEACCECEATCEeC TG Ti{dgecEcG T TEAEACTCEAES

4010 4020 4030 4040 4050
e T S e I I

TS CHEE CGE TR G TAR T TR TA ARSIV GRIE CGATCEAAARIISCARIA
jiCGCOTGT®AGiNCAEIWACIRVA CiNCIACAATTIe CG TN e GLY.VAT CCOGALN

§iCGCOTGT®AGINCAIWACICACINEle CAATTECG oINS GLYXETCCOLIGALY

GEATTCCGGLCGAGACCACERTCETN i TldcGCCHECTECHGGLGARG

ceeGHCHGCTGGLCATEGTGECEGAGCCCTGETGGEECEECCEGEccae

cerATHeNTCEARCcCcGTEGEcTCEGGcTCAASATTGCECETIE\GECG

GEATTCCGGLCGAGACCACERTCRTIN i TdcGCCEECTECHGGRGALG
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.

4060

T e L I I e
GCC T CCleAleleCleleCl AATCAjNe: T(eTle
ACC| NAAT CCCRCCCG C AATCAjNe: T(eT(e

GCCEEA AT A CHEA FE e R S T ANEE BB R

4070 4080 4090 4100

AGHEIGTTGGCHECEGGHA TS T TEGCCTGLY{#ATGGCTACCTGEGA[EA

ceeTiE\ccadeaTC TS CeAETGTGATCATCCAGCAECAGGTCAATA

GAITINEACCGABAINTCAGETGGTCETIECALCAAGGAT TIETCACEGAAEN

AGIEIGT TGGCCECEGGHATRET TEGCC TG A TGGCTABCTGEGAEA

4110 4120 4130 4140 4150

A

S R R I I
CGCTATerNedele/eleC 26 GIANAICCGTCleClo CleieG
CGClefejyelereiele/oeC AC| TETCCGTC CT. CleieG

O T CGAGTCGCC S CTCA S G AR CC T Ce L CECOTACGECT Ol

IiCGCGECMINGTCGCeeeleCAINGECACCLY e ClerNielsCrele ChyertTCLY
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1(:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

RFRRRRR

[eCGINATCGAMeCGCCIYT COAGECOLYACGeCloNelele CiiCle T GRIC Ty

TeA A TECECC TG TCEGEGTATECGGHEATEGAGCTEANACCEAGG

TIeGEC Tlei{dee T GCGCEAECHE\C[EA TCGTEGATGCEACGETGAIEA

4160 4170 4180 4190 4200

. cen -
COAAGCCCIMNSGAGTTCIN®\CCCGGACAGINACGEI NS AIWT GCAGINT CAlehS
CTAAGCCCiuN6GAGTTCiN@ICCCGGACAGHA CGACETTGCA T &IGT

COAAGCCCIRNSGAGT TCINUINCCCGGACAGHINACGHENA ST GCAGITCAL

A A A

ANGCEIEGAGT TCEACEAAGAABAAGGLCGGEARACGCGACECEGAGLTG
GCTEGARCCACTTCGGCTTEGAENSGACLACGAGGATHEG\cCCAGCG
eV aErcee Tl ciifecTTAMEA T TENEGGTEGC T TTGGCTRTGI{SGAT

ANGCEEGAGT TCEACEAAGAABAAGGCGGEARACGCGACECEGAGATG
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

4210 4220 4230 4240 4250

gi|2199557|gb|AF004283.1|

R I e R
gi|2189972|dbj|AB004059.1 [HeTGNECE SGHC BCAAIGGCRGGI S GC @Y AAGA
gi|151384|gb|M83949.1|PSE [(deTGYeC) GIC T T T C T CAG JaGa
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1 [dercilecibicecEreccirtiTeN rdeealder rridecAcierdeiaca
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990. [SAcCiYeACCAABAAGGGTARCCARNTATTARTTCGGCARGANGECHECAT
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726. [HeGCCTGNCEAGECEAACCHGT TCHECHYEECAGEelTCGHCTEGGCCG
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232. GECTRTTRCCGEGAGGTTHCGCEGECTEddecccceciGALCET AR TTC
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990. [ACCIYEACCAREARGGGTACCANTATTARTTCGGCANGALGECHICAT
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

A

HRRRRR

4260 4270 4280 4290 4300
B P

gi|2199557 |gb|AF004283.1 |

e T o S I [P
gi|2189972|dbj|AB004059.1 FAT TTCCAC ®AR cleceeT c] WGAGIWATG
gi|151384|gb|M83949.1|PSE EAT TchEc cLy: CleGeleT C TAINE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1 HarcealrTcciicaiiadeciVYdeecEceeTceadecicaEcEYeTAE
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254

RFRRRRBR

CAEAETEGATGCLT[EAGTCGGGTCHEGTECACAECGTACGGTACEC[EAl

DcBAcaEceacaTEATEEACTERCOENEER e T CCACEAIACECE

GcgcTrcccTaTCEcECE N ATCEAMYeccTCCGETTCGTTCEACCHE

CGERETEGATCTEAGTCGGGTCIEGTRCACAECGTA[GICGGTACECEAE

4310 4320 4330 4340 4350

B L T T e I I e
TThyeler\eler:Nele TeClelele. A \eleqv.\er\Ae[er.\T AT e elelel CACTT
pRNTCGAGCAC TCCGCGRAGGTACA‘GC‘T GTTGHGCG CACTT

T CGA O AC O CONA GO A AN G A TCAGCGOE Catts

cCAAETEGCCEATETEACTCAGGTCGAMIAGT TECH{ECAMEECGACGAA

BeceaccgaYecGTEATCOEALGGGCEGTCACGLGATCEGAEARACGGA

accgrricaicecEdereccgecicT\cEcTcCcATCEdEACTGGAGE

CCAAETEGCCEATETACTCAGGTCGARLAGT TLCI{ECAEIECGACGAA
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

4360 4370 4380 4390 4400

el L e S e
(el [6GGeTTAINYXle T®AG\ACCACACCGGE T CTleile TGeG
GGTECG CinwATTTGC C‘GEACCACACCG GC T CTleiieTGeG

A S T AR NS TIeA A A CACC GO EC S CTCRG TG

AACGTCETIIGEGCCGALGCCEGR TS CEGEecGTCGAARAgdeCTCCE

CCACATEGHCIYECGAGACGC T T[ECGCGGCATGTACGAARTGECGCE

TACA/EGHGEECACT TCANSE e TCGRTEAACT/ECCCGCEETHTACCE

AACGTCETIGEGCCGAGCCECE TS CEGEECGTCGAARAeCTCCER

4410 4420 4430

B L I B T e
C CleGer\C CACCleleiyele TiedyCler\TUyAT T elelel
C GACeGeC CACClelejeleTediCler\Tie T T elele

G O A e oG G T AR T GEC R GCGCRCTCH

4440 4450

198



A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRrRRR

RAeaiferAGGECEGECHeT GATC TCEINEGHCGCGEC A ClEeAGCACTT

XeeieaTcceAE g eAACATEANCGECEEICAGACGTART T TlEAAIEC

errdecraacler TTeececkerRccile G TACGAACTGCECGGEG

ReaiferrcccEdeceTcATC T NeGlCGCGECA S ClE8AGCACTT

4460 4470 4480 4490 4500

B L e [P I .
e T'T| WATen0)\AACleleCAINCCTCCTINTAIRNT CGETAGINGCGCAGIN®AG
e TT T GEC‘AACCC AINCCTCCTsTAIMTCGeXGINGCGCA TCEG

S T A e C AL CCTCC T AT C e GRGCGCACHSAG

AcTAgAAECETecCMcACRICEECCRECEIEAA AT CAAERERIAGGTC
TgicceTEracilcecerATGCEALGCHCHGEGARTECECCGATTEGELE

AriacTldeGATGTCGEGTEGGGGIeACGALNECHGARTEACAAGCIECTEIT
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 | gb|AF004283.1|
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1

DcPAEANECErcecEcACEIEECaRECEEAR NEECANEEERIAGETC

4510 4520 4530 4540 4550

R I S [ R I I R
Al XeAlsCINCIVAISGA TTGC‘TE?ECTCGC GCNeR clele
A GECCTCTEC \c IR GCAGARYYeuCGCCGCieR Clele

CALIEARCHCHARGARECHGAGCGLRBIGCARALEIREC GCCGCREARCIIECC

GcrXeccErGECcGCAGE TEdeGGCERNGCTRGAGCARCHET TH{EGEGT

ARGTEEECTGTTTTTTCAT TGAGACCGGCLCETACGECTECE\GEcEsG

grecTBeageeatRriEcERAEr TeANElelEeoREEREEACHOGECE

GhcrXeccErGECcGCAGE TEdEGGCERNGCTRGAGCABCHET TI{EGEGT

4560 4570 4580 4590 4600

S [ N L I I PPN IR I
TcRacTEACHET c GCEN: cleaT TC
TCLACTEACHET o GCLY: ClenT TC
rcacTEACRETAZEACECHcE e CEGREEEA TEAARENEGETC
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRERRRRR

GATCAAECGECAGTTTEGTHACLCEAALGH T[Hee T T TCGAGGGCTEGTGE

CGRGAACT T[HeA G GEACIRIGCCGCTGTGCETGETEGCGC TCENEAECE

CTRTTCTCGTCCTEGEA GG TIECTCA ST T8GT TAICGITRAT TEAL

GATCAAECCECAGTTTEGTHACLCEAALNGH T[ele T T TCGAGGGCTEGTGE

4610 4620 4630 4640 4650

NecGaldec] TACC TGC AT GT
NeccrleleC TACC CHT

TECaARECECCE TANE TACCEAT CREANEEA R A O e i CERE

TEARCAREECCEACTEAGTCACECHETREECCC T oA ERERGEARE

iYecceaTeaTcEGTEACCGRETETACGGTETCLY e\ AL\ CRA A T[SAC

cEGTTEAECCAGAGECAGGAAGEALCGGAT TR T TECHATGC{EGTCAIA
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

A s C GRS C A SN T b TG A TR C A CAA CLARITATGCCG

EAAATEGCCGGECGAGEGCH{ECGGCGGTARANNSCCIYEAARGAAT]E

S G e C LA LE SN A TS e S CAA S AGETATGCCG

TccaANgecCAXECGAEGACCETIN Y IGCGCCEGATINEGGTIEGATC T[S GA

EArATEGCCGGECGAGEGCI{EECGGCGGRTAAALNYSCCINEAANGAATE

4760 4770 4780 4790 4800

R A A R I
ATGCCju{e T U{eCCG VAT ST e \ATCGTCloeiuinifeCCT - (& \CleTC
ATGCCjg{eTr.Y{eCCG TS T[EIATAGTClo{eliiyeCC TG \CI&TCT

ATGCCIE{ETIM{ECCCGIEGGRTE T A TAGT TECGGECE TG CETC T

GATGAECIEG TR TR T THGARCACCCHES TIAALATTGGEAEEE

TGATTCGEACCAAGHACEACGGEEGATHCCARECTIRETeAC - - - Glecldec

CGAAACCACGCGGGHCGTCAGCECHGATEACAGGGECE AECEcA
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
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A.1: MSA for primer design

gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RRrRRR

GECGCGTCACTAT GClele CAGCGAAATGE TN TCOCTCTCOeTCAT MG
GTCGCGTCAGTATgGClele CAGCGAAATGE T TCOCTCTCeeTCATpy\e
GCGTCTGTATRyGCele CAGCGAAATGCTCOCTALVATiNS®TCA Ty \e
GCGTCTGTATRIGCe[e CAGCGAAATGCTCOCTALVATNOTCA Ty -\e
[¢CGCGT&GHVATAT TN
CGCGTGMTATT

ClelelelesiCE GMTATT
CGCGTGMTATT

(SN VNV GATCTCTAACTCCATCATTAC
N NMGATCTCTAACTCCATCATTAC
(OUNe e MGATCTCTAACTCCATCATTAC
N NMGATCTCTAACTCCATCATTAC

e ChiGTECCHGIACGACGC[EARATGAT TCECAACT[ECATCATLGACH

AAIECGATTTCLGAA[ECGC T TGTCGAEGHTCEAGCEGEHIGGGHGCH

6 CGCGTSINGLYATAT TIWGGAWAGiNeler M GATCTCTAACTCCATCATTAC]
GATCTCTAACTCCATCATTAC]
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.. S |
CCCAT{eeGAeGATAGIWTTTATGACAGAAAAATGGATTGARGCAGTCGCEC
CCCAT®TGAEGATAGITTTATGACAGAAAAATGGATTGARGCAGTCGCEC
CCCAT®TGA WGCTTTATGACAGIAAAETGGATTGAMNGCAGTCGCTC
CCCAT{eTGE WGCTTTATGACA Tmﬁ AAeTGGATTGARGCAGTCGCTC

CCCATTTGAAGATAGCTTTATGACAGAAAAATGGATTGACGCAGTCGCTC
CCCATTTGAAGATAGCTTTATGACAGAAAAATGGATTGACGCAGTICGCTC

CCCATTTGAAGATAGCTTTATGACAGAAAAATGGATTGACGCAGTCGCTC
CCCATTTGAAGATAGCTTTATGACAGAAAAATGGATTGACGCAGTICGCTC
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1 |
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

TGTCIEEIEGGEGGECTHCGRCTCTGTCGRCGCECLCCACAATCEATEAAR

CCCATTTGAAGATAGCTTTATGACAGAAAAATGGATTGACGCAGTCGCTQ

CCCATTTGAAGATAGCTTTATGACAGAAAAATGGATTGACGCAGTCGCTE

GACAGAAAAATGGATTGACGCAGTCGCTC
ATGACHSAFAASTGGATTGARGCAGRERETC

4960

R
EGEC ATUCCIGAAGGTGAIGTCCTCGGCGTGACIGTCGE
c A

4970

T F T e I
GTGANWGTCCTCGGCGTGACH

4980

4990

TCGE

C‘TCCCHGAAGGTG‘TGTCCTCGGCGTGACTGTCG‘

GTCG2 AAG
GTCGA e

CiyeriCr.uele
CiyeriCruyele

WTGAAGGTGACGTCCTCGGCGTGACHK
WTGAAGGTGACGTCCTCGGCGTGACHK

G

TTTATGAAATCCCTGAAGGTGACGTCCTCGGCGTGACAGTCGALGGHINAAG

TTTATGAAATCCCTGAAGGTGACGTCCTCGGCGTGACAGTCGAGGIKAAG
TTTATGAAATCCCTGAAGGTGACGTCCTCGGCGTGACAGTCG
TTTATGAAATCCCTGAAGGTGACGTCCTICGGCGIGACAGTCGARGGCAAG

AG TR!G

O Ao S A GG CACG AT GG AT SRR CORE GGCARG

CGCGCECGGCEEGCETATCECHEg eGA TEgeACCITCE{decTCCGCCE

TTTATGAAATCCCTGAAGGTGACGTCCTCGGCGTGACAGTCGAGGCAAG
TTTATGAAATCCCTGAAGGTGACGTCCTCGGCGTGACAGTCGARGGCAAG]

TTTATGAAATCCCTGAAGGTGACGTCCTCGGCGTGACAGTCG2 WA DG
TT/EASGABATCCCTGAAGGEGANGTIEETCGGCGTEARAGTIVAAY AAG
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A.1: MSA for primer design

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
gi|17863948|gb|AF448047.1
gi|17863956|gb|AF448051.1

AOGAAGTGGAAGGCGAAATCTACGCTACCGACEACC
A®GAAGTGGAAGGCGAAATCTACGCTACCGACEACC
A®GAAGTGGAAGGCGAAATCTACGCTACCGACAACC

A
AT
AT
A GCGCTGTATGAAGTISGAAGGCGAAATCTACGCTACCGACAACC
A GCGCTGTATGAAGTWGAAGGCGAAATCTACGCTACCGACAACC

GAACTRGCGCTGTATGAAGTGGAAGGCGAAATCTACGCTACCGACAACC

GAACTRGCGCTGTATGAAGTGGAAGGCGAAATCTACGCTACCGACAACC

GAACTRGCGCTGTATGAAGTGGAAGGCGAAATCTACGCTACCGACAACC
GAACTRGCGCTGTATGAAGTGGAAGGCGAAATCTACGCTACCGACAACC

GAATIGCECTTAUGAEGTGGEAGGCGAEATCTACGCSACCGACAACL

ATGTGGTGCGCECCCEM EETCCCACGECCCHIGCAGTTCTABCGEGE T/

GAACT‘GCGCTGTATGAAGTGGAAGGCGAAATCTACGCTACCGACAACCE

GAACT‘GCGCTGTATGAAGTGGAAGGCGAAATCTACGCTACCGACAACCE

GAACTHGCGCTGTATGAAGTGGAAGGCGAAATCTACGCTACCGACAACC

A A

5070 5080 5090

GTGCACeCATGGTsC®GCCCGCATGAGTGATGGITRTCT(®
GTGCACEeCATGGTINC®GCCCGCATGAGTGATG TTHTCTC
GTGCACACATGGTGCTGCCCGCATGAGTGATGGCTTTCTIRGAAGGCAGA

GTGCACACATGGTGCTGCCCGCATGAGTGATGGCTTTCTHGAAGGCAG‘
GTGCACACATGGTGCTGCCCGCATGAGTGATGGCTTTCTHGAAGGCAG‘

GTGCACACATGGTGCTGCCCGCATGAGTGATGGCTTTCTHGAAGGCAG‘

TG CACH CAS a8 GOSGCCCGCATCAGSGATGGC T TC TS CAAGGCS el
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258 |gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

TGCGGARGCCTECCECErEATGTCENECE\GEAGCLGRIiGECTEAGRTTE

GTGCACACATGGTGCTGCCCGCATGAGTGATGGCTTTCT‘GAAGGCAG‘E

GTGCACACATGGTGCTGCCCGCATGAGTGATGGCTTTCT‘GAAGGCAG‘E

GTGCACACATGGTGCTGCCCGCATGAGTGATGGCTTTCTRGAAGGCAGAG
GTGCACeCAGGEGCTGCECGCATGAGOGATGGCTTTCT®GAAGGCEGEG

5110 5120 5130 5140 5150
N

®CCleTTGCATCAAGGTC

ATTGAATGTCCTTTGCATCAAGGTRGATTTGATGTTTGCACAGGCAGHE
‘TTGAATGTCCTTTGCATCAAGGTRGATTTGATGTTTGCACAGGCA G
‘TTGAATGTCCTTTGCATCAAGGTHGATTTGATGTTTGCACAGGCA G
‘TTGAATGTCCTTTGCATCAAGGTRGATTTGATGTTTGCACAGGCA G

AAATTGAATGTCCTTTGCATCAAGGECGATT®GATGTTTGCACHGGHNALIA

ceicclccTeeaaHGEGGEcYeAGCCiERiCc TCECCATGTTCARTCC

AAATTGAATGTCCTTTGCATCAAGGTRGATTTGATGTTTGCACAGGCAGE
AAATTGAATGTCCTTTGCATCAAGGTRGATTTGATGTTTGCACAGGCAGE

AAATTGAATGTCCTTTGCATCAAGGTRGATTTGATGTTTGCACAGGCAGE
AAATTGAAT CCCTCTGC‘CCAAGGTCGATTTGATGTCTGCACAGGC"E
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A.1: MSA for primer design

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1

5170 5180

5190

GCCTGTGCGCIACCCGTGACACAGAACATCAAAACATA
GCCCTGTGCGCRCCCGTGACACAGAACATCAAAACAT‘
GCCCTGTGCGCRCCCGTGACACAGAACATCAAAACAT‘

GCCTTGTGCGCCCCTGTGACACAGAACATCAAAACATACCCGGT]
GCCTTGTGCGCCCCTGTGACACAGAACATCAAAACATACCCGGT]

GCCTTGTGCGCCCCTGTGACACAGAACATCAAAACATACCCGGT]
GCCTTGTGCGCCCCTGIGACACAGAACATCAAAACATACCCGGT

GCCTTGTGCHCECCCRTGACACAGEACATCAAAACETACCCRGTAARLAT)

EancaaccdenrcaifeccTacGATTARGENITGAGEAGECATTClECG

GCCTTGTGCGCCCCTGTGACACAGAACATCAAAACATACCCGGTEAAGAT
GCCTTGTGCGCCCCTGTGACACAGAACATCAAAACATACCCGGTEAAGAT

GCCTTGTGCGCCCCTGTGACACAGAACATCAAAACATACCCGGTeAAGE
GCCTTGTGCRcccccTcACARA ACATCAAAACTACCCOGT®AALA

5220 5230 5240
TGAGAACCTGCGCGTIATGATTGATTTIAGCTGAGAATTTTTAATAGGAG
TGAGAACCTGCGCGTHATGATTGATTTEAGCTGAGAATTTTTAATAG C
TGAGAACCTGCGCGTRATGATTGATTTGAGCEGAGAETTTT A A
TGAGAACCTGCGCGTATGATTGATTTGAGCTIAGAATTTTRAAAGGA
TGAGAACCTGCGCGTRATGATTGATTTGAGCTgAGAATTTT AnfAGG

TGAGAACCTGCGCGTRATGATTGATTTGAGCT‘AGAATTTT EEC‘GG‘

IGTGATGATTGATTTGAGCTGAGAATTTT
IWGTGATGATTGATTTGAGCTGAGAATTTT
IGTGATGATTGATTTGAGCTGAGAATTTT
IWGTGATGATTGATTTGAGCTGAGAATTTT

RCAAACHITGCGCGTCATGRTALRTGELCTLALARTETTTRENECEG
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR

cEcceraTiccedeckccgNicATGANSAT TGECEIGGAAR - [GT[EGT

TGAGGECCIAGCGIGTGATGATTGATTTGAGCTGAGAATTTTRAATAGGAG
TGAGGECCIGCGIGTGATGATTGATTTGAGCTGA

TGAGGECCHGCGIGTGATGATTGATTTGAGCTGA
TGARNAACIATGCGCGTGATGETALYAT GleTNET AN

5270
SERN RS I IR TIPS I IRt IRIPIRIPS IR (PP |
GCECCCCGGACCITAGAGCGTAATINMCCCCATTCCATCTTTTT T
GC CCCCGGACCETAGAGCGTEATTATCCCCATTCCATCTTTTTTT‘
GIACCCCGGACCCTAGEGCGTAASGWACCCCIAATTCCATCTTTTTT|
GCACCCCGGECCCTAGAGCGTAATCRCCCCCATTCCATCTTTTTT

GCACCCCGGECCCTAGAGCGTAATCRCCCCCATTCCATCTTTTTTRA
GCACCCCG CCCTAGAGCGTAATCHCCCCCATTCCATCTTTTTT A
GCACCCCGGACCCTAGAGCGTAATCCCCCCCATTC T
GCACCCCGGACCCTAGAGCGTAATCCCCCCCATTCe2 CURINGA

GCACCCCGGACCCTAGAGCGTAATCCCCCCCATTCeR CURINGA
GCACCCCGGACCCTA®AGCGTAATCCCCCCCATTCeA GA

5280 5290

Q00

VAR CCLYVNICClele AR AICHdoeler\CCCLYACHNeCL e Cle T TT T T{e ALY\

EGGGGAGCEYIEGAT TGT TCITCCTTGATGALAT@TATCGAGCCAGTEA

AT

GCACCCCGGACCCTA®AGCGTAATCCCCCCCATTC ‘TCTCEEGA
SACG YT TGEeGIAGAMIATCGGGGGCGT
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

5310 5320 5330 5340 5350

TAAAATCTTGGTIAGTGAATCTG
TAAAATCTTGGTHAGTGAATCTG
TAAAATCTTGGTHAGTGAATCTG

TTGGTGAGTG A2
TG

GRTG‘CCTGETCGACACCAAGCE

TccoReeTREACETCE N CTCCENTGACETTAAAAA

m AAAA CTTGGTGAGTGAATCTG
I EAINRVA TEAA AT TGGTGAGTGAAECRG

ATGAATTACAAIRAATAAAATCTTGGTIRAGTGAATCTG

5360 5370 5380 5390 5400

GCTGACCCAAAAGCACCTGATTCATGGCGATGAAGAACTTTTCCAGCASG
GCTGACCCAAAAGCACCTGATTCATGGCGETGAAGEECTTTTCCAGCAWG
GCTGACCCAAAAGCACCTGATTCATGGCGATGAAGAACTTTTCCAGCASG

PNCTGAeCCAAAAGCACCTGATTCATGGCGATGAAGAACTTTTCCARCANG]
INCTGAeCCAAAAGCACCTGATTCATGGCGATGAAGAACTTTTCC HC‘TG
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A.1: MSA for primer design

gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186

‘CTGAC‘CAAAAGCACTTGATTCATGGCG‘C‘AAGAACTTTTCCAGC‘CE

HRRERRR

CEXERAT| CGATWSACARCTTTS
; JAT TR cﬂﬂcﬂc AUCyAS

GCTGACCCAAAARCACCTGATTCATGGCGA®GAAGAACTTTTCCAGCESG
GCTGACeCAAAAGCACCTGATTCATGGCGAMNAAGAACTTTTCCAGCALG

oY P N RTINS N 3B iy L I\ CTGAleCCAAAAGCACCTGATTCATGGCGATGAAGAACT TTTCCARCAIG
5410 5420 5430 5440 5450
S PR P S (P IS [PPSO [P PR
gi|2199557|gb|AF004283.1| [NEE\GV GV IKIIEdeSe VS deauu i ieeXeietie e
gi|2189972|dbj|AB004059.1 L% AeAeCCEeTTTTTGCGCGGAACTGGCTTTTTCTCACTCAT ACA
gi|151384|gb|M83949.1|PSE VXSG VXN L ik Jeloleleleler V.Nel Jefelel & i i fo: [o3 . Vel [o3 .U

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE

ACTGAAAACCATTTTTGCGCGGAACTGGCTTTTTCTCACTCAT
ACTGAAAACCATTTTTGCGCGGAACTGGCTTTTTCTCACTCAT
ACTGAAAACCATTTTTGCGCGGAACTGGCTTTTTCTCACTCAT

A
A
A
A
A

gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

©
i
i

AACTGAAAACCATTTTTGCGCGGAACTGGCTTTTTCTCACTCAT

AAA A

[ > D Y Y Y

Nt E AP I Yo P L e AR A CCAT T TS GCGCGGAACTGGCTTTTTCT CACSCATGRIACA
gi|17863952|gb|AF448049.1
gi|17863948|gb|AF448047.1
gi|17863956|gb|AF448051.1
gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232. Achy
gi|90567897:31379-32728 P TTTTTGCGCGGAACTGGCTTTTTCTCACTCATGREACA!
gb|AF036940.2| :5464-6807 TQTTEGCGcGHAACTGGCTTTTTCTEACQCAT ; E
gi|94481127:11706-13037 S C CTGGCTETTTCTCACTCATGERAH
gb|EU910094.1]:1191-2549 'ﬁCTGGCHTTCTCACECAT ACA|
gi|300391841|gb|HM204990. AR GGAACTGGCTTTTSCT[EACTCATGREA E
gi|270118907 |emb|FM882254 AVAGLIGCGGL kb TeCelele GCAINEE THGAIG® {EGGCWACA - - LIAT
gb|HM204990.1|:4076-4657 ACTGINAACCATTTTTGCICGGAACTGGCTTTT®CTEACTCAT EEE
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1 I CTGGCTTTTTCTCACTCAT ACAl
gi|1255665:3690-4271 Pseu LYYefe CCATTTTTGC Eﬂ
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 ¢ [ EENCIEENCHCENERE MR e e 0

gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186

gb|AY887963.3]:16051-1740 LV:elye).v.v.V.-Xe{or. Vi e eelefeler.v. Yoy e elod i i i b o4 od . (ehi @)U i ETE

5460 5470 5480 5490 5500

..
gi|2199557 |gb|AF004283.1 |

gi|2189972|dbj|AB004059.1

gi|151384|gb|M83949.1|PSE ATCCCCCGGCGACTAT,
gi|1224113|gb|U49496.1|PS CCCCCGGCGACTAT
gi|22252960|gb|AY125981.1 CCCCCGGCGACTAT
gi|151392|gb|M23914.1|PSE CCCCCGGCGACTAT

gi|304367818|gb|HM623873. CCCCCGGCGACTAT
gi|4104750|gb|AF039533.1| A
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726. [ETE{SNIdeci{deeleleleleeler Xehv 1 GT®ACIGC®AAAATGGGEGT]
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740 [N Ilde T cee Yoty Xy GTTACSGCAAAAATGGGGT

TACEGCAAAAATGGGG
TACEGCAAARATGGGGGT

HRRRRR

CGGCCrLYu ol6GAATTATeleleler (ki Tiy
GCCTGATTCCRTCCCCCGGCGACTAT

5510 5520 5530 5540 5550
SR I (AR IR IR VRPN IDRURR IR SN IR

P EA ALV ARS YN[V I N I T GACGAGGTCATCGTCTCICGGCANAECGRACGGTTCGATTCGTGCCT T
gi|2189972|dbj|AB004059.1 TGACGAGGTCATCGTCTCTCGGCA&‘ CGRACGGTTCGATTCGTGCCTT
gi|151384|gb|M83949.1|PSE [eroler\eleuor-biolehvshiaTiolelelor \er.\Gole /- \olelehw (oler- Vi oleh eloloh ivC
gi|1224113|gb|U49496.1|PS pyerNelesVeleuiol.tiole: fou (olalolelelor- Vel V-Nole -Yoleleh i oler.\ i [oles yelon i iy
gi|22252960|gb|AY125981.1 [erNolerNeleulor-bnolehishialoialelelor-Ner.V.-Yole /- \oleleh i (oler.\iioleh nelon iy
gi|151392|gb|M23914.1|PSE yer-Xelei-Nele: (or-Ciolehakalolalelelor.(e).V.-Yole /-oleleh i (ole).Vinoleh elon wiin
gi|304367818|gb|HM623873. yerelelNeleuof-biolehishyaloolelelor \er.V.-Yole /- Noleleh i ole Vi Lolen delot ik
gi|4104750|gb|AF039533.1| puer\TlelNeleu T \elehvehiolanclelor-Ner.V.-Yole /-olelehw (oler-\iolehelon wiivC
gi|1255665|dbj|D84146.1|P A CAGGTRATCCTCTCONGGCAGAACCHACGGTTCGATTCGTGCTTTT
gi|300676625|gb|HM368649. T CABGAGCTHATCCTCTCCGGCAGAACCNACGGTTCGATTCCTGCTTTT
gi|300391841|gb|HM204990. T CANGAGGTHATCGTCTCOGGCAGAACCNACGGTTCCATTCGTGCTTTS
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

RFRRRRR

TGACGAGGTCETCGTCTCICGGCAGEECGRACGGTTCGATTCGTGCCTT
6GACGAGTCATCGTCTCCCGECAGAACGRAINGGETCGETECGGCCTTT]

GAGGT ATCGTCTCCRGGCAGAACGRACGGTTCGATTCGTGCTTT

TGACGAGGTCATCGTCTCTCGGCAGAEC
cleTle GTCATCGTCTCCCEECAGAAC

GAGGT] TCGTCTCCHGGCAGAAC

AGACGARGTCETCGT] C.
; II:EGAEGT TRGTCLICECGGC
TG

CGANGALIGTCATCGTCTCCCGECAGAAC
ANGAGGTIATCGTCTCCRGGCAGAAC
[eGANGARGTCATCGTCTCCCGECAGAAC

TGACGAGGTCATCGTCTCCCGGCAGAACGEACGGTTCGATTCGTGCTTTT]

5560 5570 5580 5590 5600

G
G
G
.
G
G
G
G

ACGTTTGTCGISCACCGTGGCAAGACGCTGGTRICACGCE
ACGTTTGTC CACCGTGGCAAGACGCTGGTHCACGCHG‘
ACGTTTGTC CACCGTGGCAAGACGCTGGTHCACGCHG‘
ACGTTTGTC CACCGTGGCAAGACGCTGGTHCACGCHG‘

[ T 1 S S s S T S

BT AR AR GT TTGTCGECACCGEGGCAAGACLC THGTRCACGCRGA

ACGTTTGTCGICACCGTGGCAAGACGCTGGTLCACGCHGA

K1

ACGTTTGTCGGCACCGTGGCAAGACGCTGGTINAACGCEGA
ARGTTTGCCGlCACCGEGGCAAGACRCTRGTINCACGCHIGA
HTGT@TGTCGGCACC .

IGTTTGC
ACGTTTGTCGI§CACCGTGGCAAGACGCTGGTY

ATTC TGC@GCACCGEGGCAA@GET@CACGC
A GG A
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P

T
T
ACGTTTGCCGGCAINCGTGGCAAGACGCTGGT(eNeCGNeGARA
GN-5625F
5610 5620 5630 5640 56490

R R e T e .
AGGTTTCGTTTGCAGITATCACGGCTGGGGCTTCG
AGGTTTCGTTTGCAGUTATCACGGCTGGGGCTTCG
AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGTTTISGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGTTTIRGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGTTTISGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGTTTIGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGTTTCGTTTGCAGCTATCACGGCTIGGGGCTTCG
AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGTTTCGTTTGCAGIWTATCACGGCTGGGGCTTCG

GCCOa AT GO EAAAG ST TG T T GCACHTASCACGGCTGGEGCTTCG

A A A

GCL\GGINAATGCyY

AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCES
GCTTJG”
GGeAAWdeleleleliGeeTTCGT®TGCALNCTATCACGGETGGIECTRCGH
Y. AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGETTHGTETGCAGHTABCACGGCTGGGGCTTRG
TTCGTETGCARCTATCACGGETGGIECTECGS
TTCEETTGCQECTATCACGGCTG TTCG
AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCG
GEETTCGTETGCAIRITATCACGGCTGGGHETRCG
AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCG
GCTTCG
AGGET TG TETGCAGITACCACGGCTGGGGCTTRG
AGGTTTCGTTTGCAGCTATCACGGCTGGGGCTTCG
AGGETTRGTETGCAGHTARCACGGCTGGGGCTTIRG

GCCGGEAATGCEAR

AGGTTTISGTTTGCAGCTATCACGGCTGGGGCTTCG

GN-5679X-F
5690

5680

CTCCAACGGTGAACTGCAGAGC|
CTCCAACGGTIGAACTGCAGAGC

CTCCAACGGTGAACTGCAGAGC|
CTCCAACGGTGAACTGCAGAGC|
CTCCAACGGTGAACTGCAGAGC|

~ Start of RHDa
~ End of RHDa
GN-5625F
<— GN-5913R
<—GN-5913X-R

—>GN-5679X-F
<—
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRERRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254

RFRRRRR

TCCAACGGTGAACTGCAGAGC
TCCAACGGTGAACTGCAGAGC
TCCAACGGTGAACTGCAGAGC

CTRCAACGGTGAACTGCAGAGC]

cECCEATCoTsATT CES R

CTCCAACGGTGAACTGCAGAGC|

CTCCAACG GAACTGCAEAGC
T
2 A TgﬁA

CTRCAACGGTGAACTGCAGAGC]
CTCCAACGGEGAACTGCARAGC]
ClECAACGGTGAACTGCAGAGC]

ARAGC

CTCCAACGGTIGAACTGCAGAGC

GTTCCATTTGAAAAAG‘TCTGTACE

: 5710 5720 5730 5740 5750

B I T e e I o IO IPUP IR ISPt IPTPepr
GCGAGTCGCTCAACAARAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTx
GCGAGTCGCTCAACAARAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTE
GCGAGTCGCTCAACAAMNAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTe
GCGAGTCGCTC. RAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTG
GCGAGTCGCTC. AAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGT(Yy
GCGAGTCGCTC. RAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTG
GCGAGTCGCTC. AAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGT(y
GCGAGEe,CGCTC| TGTTGGGITTGAAAGAAGTCGCTCGHGTY
GCGAGECGCTC| TGTETGGGHTTGAAAGAAGTCGCTC GTh
GCGAGEe,CGCTC| TGTRTGGGRTTGAAAGAAGTCGCTC GTr
GCGAGECGCTC| TGTETGGGETTGAAAGAAGTCGCTC GThH
GCGeGTCGCTCAACAAMNAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTIe

N GANTCGIITCAALNAACAAATGECTGGGETTGAAAGAAGTCECECGCLITH
GCGAGTCGCTCAACAARAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTE
GCGAGTCGCTCAACAANAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGT
GCGAGTCGCTCAACAARAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTE
GCGAGECGCTCEAC::EAAATGTﬁTGGGQTTGAAAGAAGTCGCTCGEGT‘
GCGAGTCGCTCAACAARAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTE
GCGAGECGCTCJEAC TGTHTGGGGTTGAAAGAAGTCGCTCGHGTE
GCGEeLYAGRTCEAC CIXSGGITTGAAAGAEGTIEGCEY NN GTHS
GCGAGTCGCTCAACAARAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTE
GCGAWACGITCAANAACAAFTCECTGGGETTGAAAGAAGTCECECGCEIT
eleleGCAAEAINSG TECGCTGCGCGEACEE Tike V.Y \GleGlEen A

ITCGGEVAAIE

e, GTCEETG ATIAAY:
A Ay AAA M
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

ATGTITGGGATTGAAAGAAGTCGCTC

‘TGT'TGGGGTTGAAAGAAGTCGCTC

EETTGAAAGAAGTCICICGCHTC

AT TGAAAGAAGTCGCTCGHGT
Al

GCGAGTCGCTCAAWAANAAATGTCTGGGGTTGAAAGAAGTCGCTCGCGTY

5760 5770
O I e o I PO I
AGCTTCCATGGETTCATCTATGGTTGCTTCGATCA
AGCTTCCATGGETTCATCTATGEETGCTCGATCA
AGCTTCCATGGCTTCATCTATGGTTGCTTCGATCA
AGCTTCCATGGCTTCATCTASGGTTGCTTCGARCA
AGCTTCCATGGCTTCATCTASGGTTGCTTCGASCA
AGCTTCCATGGCTTCATCTASGGTTGCTTCGASCA
AGCTTCCATGGCTTCATCTASGGTTGCTTCGACCA
AGCTTCCATGGCTTCATCTATGGTTGCTTCGAT|
AGCTTCCATGGCTTCATCTATGGTTGCTTCGAT
AGCTTCCATGGCTTCATCTATGGTTGCTTCGAT,
AGCTTCCATGGCTTCATCTATGGTTGCTTCGAT,
AGCTTCCATGGCTTCATCTATGGTTGCTTCGATCA

5780 5790

AGCTTCCATGGCTTCATCTATGGTTGCTTCGATCA
AGCTTCCATGGCTTCATCTATGGTTGCTTCGATCA

AGCTTCCATGGCTTCATCTATGGTTGCTTCGATCA
AGCTTCCATGGCTTCATCTATGGTTGCTTCGAT[EA
AGCTTCCATGGCTTCATCTATGGTTGCTTCGATCA
AGCTTHCATGGCTTCATCTATGGTTGCTTCGATEA
AGC TN ClGGCTTCRTE THe G NS TTCGATC[EN
'GCTTCCATGGCTTCATCTATGGTTGCTTCGATCA

GGCTTC

GGEET

T T

'GCTTCCATGGCTTCATCTATGGTTGCTTCGAT
AGCTTICATGGCTTCATCTATGGTTGCTTCGATER
AGCT T CATGGCTTIHATCTATGGETGIT TIGA T/
‘GCTTCCATGGCTTCATCTATGGTTGCTTCGATQ!E

AGCTTCCATGGCTTCATCTAGGGTTGCTTCGAG®CAGRGAGGCCCC]
5810 5820 5830 5840 5850

B T e (o L (o o E o I [
AR ATe
C
GACTATCTGGGTGACGCTGCTTGGTACCTHG§E C
GACTATCTGGGTGACGCTGCTTGGTACCTGG,

GACTATCTGGGTGACGCTGCTTGGTACCTGG.
GACTATCTGGGTGACGCTGCTTGGTACCTGG,
GACTATCTGGGTGACGCTGCTTGGTACCTGGARL
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.1 [eeieirtiGe.Svbis (elele e Celaiielenclesy \elehinle.
gi|17863948|gb|AF448047.1 ielei{eniiv.Ny GACTATCTGGGTGACGCTGCTTGGTACCTGE
gi|17863956|gb|AF448051.1 |yelehfeui).\y GACTATCTGGGTGACGCTGCTTGGTACCTEG‘
gi|10953981|gb|AF306429.1 uTeeCAarE Y \CAIeleeGe \elelsh{eGC)eleiv Yelehfcler.
gi|54306270|gb|AY694159.1 TCCTCTTA?EGACTATCTGGGTGACGCTGCTTGGTACCTHG‘
gi|10505258 |gb|AF295033.1 pTeecCriane ey lCslielelece (el TGGTACETEG‘
gi|50725016|dbj|AB161232. CTeGeEGAAE Yoy tis{eleleCer\T] TGGTARCTGGAINN

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254

gb|HM204990.1]:4076-4657  pTEecilaneNeiicideece WeleleGCiee v e TClee:
gi|10505258|gb|AF295033.1 pTgeic\anelaiiciideece \delsecCieeyYeTiiale:
gi|35396185|gb|AY367788.1 CeGeC EiCe Ty \ehieleleiier \TielsnefsCuielesy Yels ele) 12
gil1255665:3690-4271 Pseu [TeieCiane X \CAeldeGe \Seleiy GCTGGTACCTGG%E
gb|AF252550.1]:772-2115 C CeeGaCrSiCE T -\Teeleleilel \TielaneleCyelelv.Yeloy eler.\2

gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3|:16051-1740

—E——
| 5?60 | 5?70 | 5?80 | 5?90 | 5?00 GN-5913R
gi|2199557|gb|AF004283.1| pyervAA Ve AGGCGGTTTAGAACTGGTRGGTCCTCCAGGINAAGGTT]
gi|2189972|dbj|AB004059.1 jye RCATTC ‘GGCGGTTTAGAACTGGTEGGECCTCCAG TrvAeleyisy
gi|151384|gb|M83949.1|PSE |[ye.ViAe Uiile AGGCGGTTTAGAACTGGTCGGTCCTCCAGGCAAGGTT]
gi|1224113|gb|U49496.1|PS pyer.v.{ele).Vsife CGGCGGTTTAGAACTGGTCGGTCCTCCAGGCAAGGTT

Tu\CTCT®ALVAGACTAMATGG

T CTCTe MGACT A\ GGGEGACGCTGEOTGGTACCTGGA

TUCTCTOAYAGACTAMT GGGEGACGCTGEMTGGTACCTGGR

TUCTCTOALYAGACTAMATGGGEGACGCT GCTGGTACEEGG‘
T

GACGCTGE®TGGTACINeGGA

TCCTCTTATeGACTATCTGGGTGACGCTGCTTGGTACIHTGG.
TCCTCTTATEGACTATCTGGGTGACGCTGCTTGGTACCTGG:
eCClECTTETeGAETATCTGGGTGANGCRGCETGGTACCTGGA

TCCTCTTATEGACTATCTGGGTGACGCTGCTTGGTACCTEG2

F\cecTTlET GAETATCTGGGTG:EGCHGCCTGGTACETEG"

AGACTATCTGGGEGAGIEHEeTGGTACTGGA
GACTATCTHGGTGACGHeLYNe TIIeTACCTGGA
AGACT. ‘TGG%EGACGCT GCifeleiv-\eTGleler:

AGACTACTGGGEGANNee TTIETAINCT[EGA

C
C

gi|22252960|gb|AY125981.1 eVleldbnfe - (oelelelelesiv.le.V.loleles folelel (oot (ool Nelelo. V. leleh iy
gi|151392|gb|M23914.1|PSE peVleldbife - (oleleleleley v VeV Voufelen olelel (olat {olor.Nelelor. V. Velen iy
gi|304367818|gb|HM623873. eVleldbufe - (oeleelelesyiv.le.V.lolele olelel (ole(oler.Neleler V. eleh iy
gi|4104750|gb|AF039533.1| wT.Vlelebide - (deleneleGCiv.Yer. V.o lenlfdleleifolokfeler.elen) V.NeleuiC
gi|1255665|dbj|D84146.1|P TVl Ve OGO TAGAACT G TCGETCCTCCAGGARGGT Y
gi|300676625|gb|HM368649. WT.VXeld\iile Cea e T AGAACT G T CGETCCTCCAGG ARG TS
gi|300391841|gb|HM204990. pTiVNel&h Ve CGGEG TAGAACTGETCGGTCCTCCAGGEAAGGTC
gi|28630836|gb|AY196828.1 waN\aWbie - Alelelelelenliiv.Ne).V.Xel (efehinelel (oo (ele) Velela V.elen iy
gi|310976243|gb|HQ380297. eG.telebiie - [Slelelelelen v Yer.V.Voulelen feleley (olah (oo Cleleler. V. Vel iy
gi|254028638|gb|GQ184726. peVNelei\Cye TGGEGGEETEGAACTEGTQGGECcgcc!GGCAAgGTG
gi|17863952|gb|AF448049.1 WeVadbhje - nlledlelerinvNe.V.lolcle [deleliseiiserelele.V.teleu i
gi|17863948|gb|AF448047.1 i AcaTT B ccCGGTTTAGAACTGGTCGGTCCTCCAGGCAAGGTT
gi|17863956|gb|AF448051.1 eVlawbile - nlelelelelesiiv.Ner.V.Youleley folelel (olel {olol.Neleler V. elen iy
gi|10953981|gb|AF306429.1 wTiVYedbule - [delenelecCiv.ler.V.Nelenldele (oaoe.Nelen V.\eleuC
gi|54306270|gb|AY694159.1 eV AWNule - Aleedeeilnv.le.V.lo el [deles (oo (oler.Nelel.V.lelel i
gi|10505258|gb|AF295033.1 pAVYEe Ve - [delenleleciv.Yer V.o lelfeleleGlelelfolerVeleler.V.Neley iy

gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P

G 'TGENEECGAGCGGEGGTETEGAACT Alelelel (deGeeGECGCGCTCG
TCAAECATTC‘GGCGGTTTAGAACTGGTCGGTCCTCCAGGCAAGGTT
T

gb|AF036940.2|:5464-6807 e VXde.\Cj\e GGRGCEETEGAACTHIGTEGGECCECCEGGCARNGT
gi|94481127:11706-13037 S GGAT CGAGCGGEGGTETEGAACTGRTCGGTCCeCCE Gl eilele
gb|EU910094.1|:1191-2549 GGET NiATCLA Tl CANTIE G Th{ele (el GeleGEe A TCGATCA
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3]|:16051-1740

€ TAGAACTGATCGGTCCTCCAGGIAAGGT
TEGAACTEETCGGTCCECC%AA AGC
€eTAGAACTGATCGGTCCTCCAGGAAGGTY
TTAGAACTGETCG CCTCCAGGCAAGGTT
ccTEGAACTEGTQGEECCQCCQGGCAAQGTG

e TAGAACTGTCGGTCCTCCAGGAAGGT
SeTeGAACTHGTRGGECCECCEGGCAARNGTE

CGGCGGTTTAGAACTGGTCGGTCCTCCAGGCAAGGTT

e —

5920 5930 5940

P EAPA LY AR Y E N L LV L kB NIl G T GATCAAGGCCAACTGGAAGGCICCIGCGGAAAACTTTGTGGGEGAT
gi|2189972|dbj|AB004059.1 GTGATCAAGGCCAACTGGAAGGCHICCIGCGGARAACTTTGTGGGEGAT
gi|151384|gb|M83949.1|PSE GTGATCAAGGCCAACTGGAAGGCICCCGCGGARAACTTTCTGGCRGAT
gi|1224113|gb|U49496.1|PS CTGATCAAGGCCAACTGGAAGGCICCCGCGGARAACTTTCTGGGIGAT
gi|22252960|gb|AY125981.1 CTGATCAAGGCCAACTGGAAGGCIICCCGCGGARAACTTTGTGGGHGAT
gi|151392|gb|M23914.1|PSE GTGATCAAGGCCAACTGGAAGGCICCCGCGGAARACTTTCTGGOIGAT
gi|304367818|gb|HM623873. CTGATCAAGGCCAACTGGAAGGCIICCCGCGGARAACTTTGTGGGHGAT
gi|4104750|gb|AF039533.1| 2 CTGG::EGC CCCGCGGAAAACTTTGTGGGEGAT

gi|1255665|dbj|D84146.1|P AA CTGGAARGCECCCGCGGAAAACTTTINeGGGEeGAT
gi|300676625|gb|HM368649. AR CTGGAARGCECCCGCGGAAAACTTTIN®GGGEGAT
gi|300391841|gb|HM204990. ApA CTGGAALIGCeCCCGCGGAAAACTTTGTGGGEGAT

gi|28630836|gb|AY196828.1 [Ehfer.buTh.V.Xelelolel. V.ol ele V. Yeleloin ololeleloleley.V.V.V.Yob i feh felele Tler G
gi|310976243|gb|HQ380297. GTGATCAEGGCCAACTGGAAGGCRCCCGCGGAAAACTTTGTGG A

gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.

C
C
C
C
C
C
C
C
C
C
C
C
C

ARGC

GTGATCAAGGCCAACTGGAAGGCICCCGCGGARAACTTTGTGGGEGATGC

CTGATCAAGGCCAACTGGAAGGCHCCCGCGGARAACTTTCTCGORGATCE

gi|17863956|gb|AF448051. GTGATCAAGGCCAACTGGAAGGCHCCCGCGGARAACTTTGTGGGEGATGC

gi|10953981|gb|AF306429. 'TEATCAAGGCEAACTGGAAEGCECCCGCGGAAAACTTTGTGG GATGC
gi|54306270|gb|AY694159.1 [GyeNid.V.\cleled.V.Neslele.V.\clelen leleleleleler V.V.V el e leleleGeriere
gi|10505258|gb|AF295033.1 AlArb e V\clelool.V.Xeleler.V.\clelec e Ticleleler V.V.V Vel i (Clei felele e biels
gi|50725016|dbj|AB161232. ‘TEETEEAEEECAACTGGAAEGC CClERClGAAAANTTTGTIGGIGATGC
gi|90567897:31379-32728 P [GEN I V.\Telele V.lel (ele.V.\eloin elelelelele) V.V.V.G Ly e [eleleGler Ve le
gb|AF036940.2|:5464-6807  [gerNieV\clelolel.V.Xeulele.V.\clele T{ele Ticleleler.V.V.V Vel i dilel felele Ter\Cle's
CClel; C

c

C

G

C

C

C

C

C

C

RFRRRRR

gi|94481127:11706-13037 S AICGUTCLTTGH.V-\ekleler.V.\nlele CRG TTTGTﬁG SNGAT
gb|EU910094.1|:1191-2549 TETCAACTGGAAGEC CCCGCGxQ:ETTGTéG ©GATE
gi|300391841|gb|HM204990. ANAINEVNTIST.V.\eleler.V.\A oG olelelelelele . V.V.V.( disileu [elele Ger. by
gi|270118907 | emb | FM882254 CTGETEEAEEECAACTGGAAa

gb|HM204990.1]:4076-4657  AuAINIGV\EITT.V.Yek [eler.V.\nele
gi|10505258|gb|AF295033.1 Auate.Vcleod.V.\slcle.V.elele
gi|35396185|gb|AY367788.1 [GENiT.V.\eleldle).V.Yek(ele).V.\clele
gi|1255665:3690-4271 Pseu AuALNEVAelelaT.V.Xekele) V.\ncle
gb|AF252550.1]:772-2115 C [GESiT.V.leld.V.Ne lelel.V.\lele
gi|310976243|gb|HQ380297. e NEGeedd.v.Ye) [ele.V.Yelele
gb|M23914.1| PSENDOABC:186

gb|AY887963.3]|:16051-1740 [(eijervyel.v.{eleele).v.Yeliele).v.(e[eon oleleleole]er.V.v.v.Yokwini{eifelelener by E

Lo - 5960 5970 5980 5990 6000
e e e e O e T
ATACCACGT®GGTTGGACGCACGCGTCTTCGCTTCGCICAGGEGAINTCTA
‘TACCACGTCGGTTGGACGCACGCGTCTTCGCTEEGCECAG CGAGTCTR
ATACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGHGAGTCTA
‘TACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGGGAGTCTR
‘TACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGGGAGTCTE

CCEGIEGAAAANTTTGT[EGGEGAS

CCCGCGGAAAACTTTGTGGGEGAT
e Tleleleler.V.V.V Vel Clei felele ety
CCliGCGGAAAACTTTGTEGGHGAS
CCCGCGGAAAACTTTINCGGGEGAT
CClIGCGGAAAACTTTGTEGGHGAS
CCCGCGGAAAACTTTGTGGGGAT

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRERRRRR

ATACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGGGAGTCTA
‘TACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGGGAGTCTE

TACCACGTGGGTTGGACGC. GCGTCTTCGCTTCGCECAGG GTClele;
TACCACGTGGGTTGGACGCAIGCGTICTTCGCTTCGCTCAGG GTClee;
TACCACGTGGGTTGGACGCAINGCGTCTTCGCTTCGCTCAGG GTClele;
TACCACGTGGGTTGGACGCAWGCGTCTTCGCTTCGCRACAGG GTClele;

‘TACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCECAGGGGAGTCTH
ATACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGGGAGTCTA
TACCACGTGGTTGGACGCACGCECETCTECGCTCAGEFAGTC
ATACCACGTGGETTGGACGCACGCGTCTTCGCTTCGCTCGGRIGAGICTA
ATACCACGTGGGTTGGACGCACGCGTCTTCCCTTCCCTCCCOIGACTCTA
'TACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGEGAGTCTE
TACCACGTGGGTTGGACGCAHGCGTCTTCGCTTCGCTCAGGGEAGTCE
ATACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGGAGTCTA|

TACCACGTEGGTTGGACGCANGCGTCTTCGCTTCGCTCAGGGEAGTCES
ST ARNCACEITIGGETGGACHCARGCHT CET CRT/leeele CGR TCEA!

ATACCACGTGGCTTGGACGCACGCGTCTTCGCTTCGCTCGGAIGAGICTA
TACCACGTEGCTTGCACGCACGCR CETCRRTECCCTCACCHSACTCEA
TAECACETGgETGGACCAEGC TCETC T%CGH CCGTGE
CTACCACGTGGGETGGACICAC cRTCeCT eCTTEGCGGCG
TACCACGTGGGTTGGACGCANGCGTCTTCGCTTCGCRCAGGGEAGTCEE
ATARCARGTEGGRTGGACEC GCGEC@CGCTTEG@G@G@T
TACCACGTGGGTTGGACGCAIGCGTCTTCGCTTCGCHCAGGGEAGTCE
TACCACGTEGGTTGGACGC GCGTCTTCGCTTCGCTCAGGGEAGTCE

e TACCACGTHGGTTGGACGCACGCRTCETCITECGCTCAGGGEAGTCEA)
TACCACGTGGGTTGGACGCANGCGTCTTCGCTTCGCTCAGGGEAGTCES

i
‘TACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGGGAGTCTE

‘TACCACGTGGGTTGGACGCACGCGTCTTCGCTTCGCTCGGGGGAGTCTE

6010 6020 6030 6040 6050

GCAGINGCTGCCCCCINGAAGGTGCA
GClEGCGCTRCCACCIGAAG GCH
GC GCGCTHCCHCCTGAAG GCH
GC GCGCTRCCRCCTGAAG GCH
GC GCGCTECCECCTGAAG GCH
GCAGCEETGCCCCCH :
GCAGCTTTGCCCCCHGAAGGTGCH
GCAGCTTTGCCCCCHGAAGGTGCH
GCAGCTTTGCCCCCRGAAGGTGCH
GCAGEGCTGCCCCCTGAAGGTGCH
GCEGCGCTECCACCIGAAGGEGCA)
C GCTTCCECCCGAAG eleG
GCAGINGCTGCCCCCINGAAGGTGCA
GCA GCTGCCCCCTGAAGGTGCH
Gca GCTGCCCCCTGAAGGTGCH

TR T T CIXCIC TG CEGGCAAC
TCTTCECGTCGCT®GCTGGCAAC
TCTTCECGTCGCT®GCTGGCAAC
TCTTCECGTCGCT®GCTGGCAAC

TCTTCTCGTCGHTRGCTGGCAAC] GCAGCEETGCCCCC‘GAAGGTGCH
TCTTCECGTCGCTEGCTGGCAAC GCAGEGCTGCCCCCEGAAGGTGCH
TCTTCTCHTCEET‘GCTG TLVAT GCAGCGETGCCCCC‘GAAGGTGCE
TETTC] cEEc ANGTeGElenr Y. AR GCTGCCCCCEGEAGGEGCH

TGCTGCCCCCTGAAGGTGCE
Al
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

T@TTEECGEEECTEGC@GGCAACC CGCEG&ATHCCC
TCTTCTCGTCGHTIAGCTGGCAAC
TCTTCTCHTCEETHGCTG TLVT
TETTEC@CCTEGCEGGCAAC

TCTTCTCGTCGHTAGCTGGCAAC

i i
qGAEGQT
GCAGCIRTGCCCCCIAGAAGGTGCA
GCAGC TGCCCCCHGAAGGTGCE

GCGCTCCQCCEGAAGGEGC

TCTTCTCGTCGCT®GCTGGCAALY

6060 6070
GGCTTGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCTCCAAATACGGCA!
GGCTTGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCTCCAAATACGGCA!
GGCTTGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCTCCAAATACGGCA
GGIJSTGCAAATGACCTCCAAATACGGCA!
GGI¢TGCAAATGACCTCCAAATACGGCA
GGI®TGCAAATGACCTCCAAATACGGCA!
GGI§&TGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCTCCAAATACGGCA!
GGCTTGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCIYECAAETARGGCA
GGCTTGCAAATGACCTCCAAATACGGCA!
GGCTTGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCTCCAAATACGGCA!
GGI{eTGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCTCCAAATACGGCA!
GEEGCAAATGACCTCCAAATACGGCA

G GCAEATIECEVACllele TR GGC/
GGCTTGCAAATGACCTCCAAATACGGCA!

GGCTTECAAATGAcgaEc T

GCAEATHECEVC
ATGCAEETGACETC] THRG
AT

CGGCATGGGTGTGTTGTG
CGGCATGGGIGTIGTTGIG
CGGCATGGGTGTGTTGTG
CGGCATGGGIGTGTTGIG
CGGCATGGGTGTGTTGTG
CGGCATGGGIGTIGTTGIG
CGGCATGGGTGTGTTGTG
CGGCATGGGTGTGTTGTG
CGGCATGGGIGTGTTGIG
CGGCATGGGTGTGTTGTG

B GGRATEGGEGTRTTETG
CGGCATGGGTIGTGTTGTG
CGGCATGGGTGTGTTGTG
CGGCATGGGIGTGTTGTG
CGGCATGGGTGTGTTGTG
CGGCATGGGTIGTGTTGTG
CGGCATGGGTIGTGTTGTG
eleleGCeleleCAINTCiyTIHAC

CGGCATGGGTGTGTTGTG

JiGGRATGGGEGTRTTGTG
iNeleleCARTCITIVAC
B GGCITHGGEGTMETITG

CGGCATGGGTGTGTTGTG

Tlelele Thi TleleGTIHeGINCGAC

CGGCATGGGTGTGTTGTG
CGGCATGGGTGTGTTGTG

TGCAAATGACCTCCAAATACGGCA
TGCATEACEHACCHIIeARGCI{e

TGCAAATGACCTCCAAATACGGCA
TGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCIYECAAETARGGCA
GGI$TGCAAATGACCTCCAAATACGGCA
GGCTTGCAAATGACCIYECAAETARGGCA
GGCTTGCAAATGACCTCCAAATACGGCA!

CGGCATGGGTIGTGTTGTG
P GGRATGGGEGTRTTGTG
CGGCATGGGTIGTGTTGEG

GGCTTGCAAATGACCTCCAAATACGGCA CGGCATGGGTGTGTTGTG
6110 6120 6130 6140

GACGGATATTCAGGCGTGCATAGC
GACGGATATTCAGGCGTGCATAGC

CAGACINTGGTTCCGGAATT)

GACGGATATTCAGGCGIGCATAGC



A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

GACGGATATTCAG

GACGGATATTCAG
GACGGATATTCAG

GACGGATATTCAG

GACGEETARTC[EG

GACGGATATTCAGGCGTGCAM®AGC
A CGCCaGRTECGARCE,
GACGGATATTCAGGCGTGCAe
GACGGETATTCeGGCGTGCAEA
[e}:{e{e:CCuv:\CiyeClele Tleu s Cled:\C!
GACGGATATTCAGGCGTGCA

GACGEETARTC/EG

GACGGATATTCAG

GACGGATATTCAGGUIGTGCATAGC

6160
R
GATGGCATTCGGC
GATGGCATTCGGC
GATGGCATTCGGC
GATGGCATTCGGH
GATGGCATTCGGR
GATGGCATTCGGR
GATGGCATTCGGE
GATGGCETTCGGC
GATGGCHTTCGGC
GATGGCTTCGGC
GATGGCHTTCGGC

GATGGCATTCGGC
GATGGCATTCGGH
GATGGCATTCGGC

GATGGCATTCGGC
GATGGCATTCGGC
GATGGCATTCGGC

IWGTGCATAGC
GACGGATATTCAGGIGTGCATAGC
INGTGCATAGC
INGTGCATAGC
GACGGATATTCAGGCGTGCABAGC
GACGGATATTCAGGCGTGCA®AGC
GACGGATATTCAGGCGTGCASAGC
GACGGATATTCAGGCGTGCASAGC
GACGGATATTCAGGCGTGCATAGC
GTGCATAGC
GT{ECATAGH
GACGGATATTCAGGCGTGCATAGC
GACGGATATTCAGGCGTGCATAGC
GACGGATATTCAGGCGTGCATAGC
GACGGATATTCAGGCGTGCABAGC
GACGGATATTCAGGCGTGCATAGC
GACGGETATTCEGGCGTGCASARC
GANGILAT/ECEGGCGTEC C

GACGGATATTCAGGCGIGCATAGC

GACGGETARTCEGGHGTECASAGH
G AATECEGGCGTSC c :
G CAGHEGTHCATE ST TAATTCWIAEleleG

CAGACINTGGTTCCGGAATT)

6170 6180 6190 6200

A P e R o o AP
GCGCTAAGCAGGAAAGGCTGAACAAAGAAATTG

GCGCTAAGCAGGAAAGGCTGAACAAAGAAATTG
GCICTAAGCAGGAAAGGCTGAACAAAGAAATTG
GCGCIAAAGCAGGAAAGGCTGAACAAAGAAATTG
GCGOAAGCAGGARAGGCTGAACAAAGAAATTG
GCGCIIAAGCAGGAAAGGCTGAACAAAGARATTG
GCGCEAAGCAGGAAAGGCTGAACAAAGAAATTG
GCTAAGCAGGAABGGCTGAACAAAGAAATTG
GCTAAGCAGGAASGGCTGAACAAAGAAATTG
GCTAAGCAGGAASGGCTGAACAAAGAAATTG
GCTAAGCAGGAASGGCTGAACAAAGAAATTG
GCGCTAAGCAGGAAAGGCTGAACAAAGAAATTG
GCGCRAAAGCAGGAAAGGCTGAACAAAGAAATTG
GcGCEAAQCAGGAAAQGCTCGCCAAAGAAATCG

GCifCTAAGCAGGAAAGGCTGAACAAAGAAATTG

GCECTAAGCAGGAAAGGCTGAACAAAGAAATTG
GIiGCTAAGCAGGAASGGCTGAACAAAGAAATTG
GCiCTAAGCAGGAAAGGCTGAACAAAGAAATTG
GIiGCTAAGCAGG.

Al AA
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |

GATGGCATTCGGC
GATGGCATTCGGC
CCiyelel®CisGGCA

CCGeeAGIGGTTT
GATGGCE®TTCGGC

aCAATATCTT

GATGGCETTCGGC
C

GCiINCTAAGCAGGAAAGGCTGAACAAAGAAATTG

GCGCR HCAGG mCT CAA[EGAAAT[SG
cch ALVATACTE

Ao T TG
AGEACIACCEGC ; CGCAL\GThnyE
WGCTAAGCAGGAABGGCTGAACAAAGAAATTG]
IWGCTAAGCAGGAABGGCTGAACAAAGAAATTG]
GCGCRARARCAGGAAARGCTIESCAAAGAAAT[SG
GIIGCTAAGCAGGAARGGCTGAACAAAGAAATTG
GCGCRAAARCAGGAAARNGCTIESCAAAGAAAT[SG
GCGCRAAGCAGGAAAGGCTGAACAAAGAAATTG
TGETETCCGCCCLCGACGCC NGATTCiiC
INAAGCAGGAAAGGCTGAACAAAGAAATTG

GATGGCETTCGGC
GATGGCATTCGGC
GATGGCETTCGGC
GATGGCATTCGGC
GATGGCATTCGGH

6210 6220 6230 6240 6250

P I P o I P [Pl e [P [P
GCGATGTTCECGCECGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGTTCGCGCECGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGTTCGCGCECGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGTTCGCGCHCGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGTTCGCGCHCGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGTTCGCGCICGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGTTCGCGCHCGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
2 ACGRATETATCGIAGCCACCTCAACEGCACCGTTTTC
GCGAEGTTCGCGCICGAT®TATCGCAGCCACCTCAACTGCACCGTTTTC
GCGAGTTCGCGCCG AT S TATCGCAGCCACCTCAACTGCACCGTTTTC
2 Acay) JAGCCACCTCAACEGCACCGTTTTC
GCGATGTTCGCGCCCGGATTTATCGCAGCCACCTCAACTGCACCHTTT C
GCGATGTTCGCGCTCGGATTTATCGCAGCCACCTCAECTGCACCGTTTTC
GCGATGTECGEGCECGGATTTARCGCAGCCAIITIEAACTGCACEGTTTTC
GCGATGTTCGCGCECGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGTTCGCGCECGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGTTCGCGCECGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
GCGAEGTTCGCGCICGHATETATCGIAGCCACCTCAAC[EGCACCGTTTTC
GCGATGTTCGCGCECGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC

GCGAeGTTCGCGCHCGGATE®TATC GCCACCTC. GCACCGTTTTC
R e GCLCA G S T CIACG

CARCTCAACEGIECETETTC
GCGATGTTCGCGCE

CGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC
CGGATTT:%GCAGCC CTRAACTGCACEGTTTTC

CARCTCAAC GIRYCERT[ETTC
TTTAT| c CTC. GCACEGTTTTES
GCGa GTTCGCGC ATITATCGEAGCCACCTCAAC GCACCGTTTTC|

C GHTCGCGMCGGETTTAT.CEGECAC@AAC GCleClRMTeTTC
GCGAEGTTCGCGCICGHATHE TATC GCCACCTCAACEGCACCGTTTTC
GCG2 GTTCGCGCRCGGAT TATC GCCACCTC GCACCGTTTTC
ECGGATTTAECGCAGCCAECTEAACTGCACEGTTTTC
ACGRATETATCGCAGCCACCTCAACTGCACCGTTTTC
GCGATGT[ECGEGCECGGATTTABCGCAGCCANCTEAACTGCACEGTTTTC
GCGATGTTCGCGCHCGGATTTATCGCAGCCACCTCAECTGCACCGTTTTC
€T TTCTINCAATTGCOACGACHCINGCT TTGWAASAAGAGCH 6 TACGCHNG
GCGATGTTCGCGCHCGGATTTATCGCAGCCACCTCAACTGCACCGTTTTC

6260 6270 6280 6290 6300

B I L I IRUPAIPS ISPUPIRS IPUPPIPYN IPUPIPIPS ISRUPOPOS IPUPPP
CCGAAC] “CAGCGE CTGACCTGCTCGGGTGITTTCAARGTATGGAR
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A.1: MSA for primer design

gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RRrRRR

CTGACCTGCTCGGGTGTTTTCAAGTATGGAR
CTGACCTGCTCGGGTGTTTTCAAGTATGGAR
CTGACCTGCTCGGGTGTTTTCiﬁEGTATGG"
CTGACCTGCTCGGGTGTTTTCAAﬁGTATGG"
CTGACCTGCTCGGGTGTTTTCAANGTATGGAR
CTGACCTGCTCGGGTGTTTTCAALGTATGGAR
ACAGIRNTICTGACCTGCTCGGGTGTSTTCAAGGTATGGEA
ACAGHE T CTGACCTGCTCGGGTGT ST TCAAGGTATGGEA
A CA G THCTGACCTGCTCGGGTCTATTCAAGGTATGGER
ACAGISNTICTGACCTGCTCGGGTGT®TTCAAGGTATGGEA
ACAGCETECTGACCTGCTCGGGTGTTTTCAARNGTATGGAR
ACAGCHT| CTGACCTGCTCGGGTGTTTTCAAEGTATGG"
'CAGCRTTTTGACCTGCTC@GGTGT@TTCAAGGT@TGG"
ACAGCITECTGACCTGCTCGGGTGTTTTCAANGTATGGAR
A CAGCHTCTGACCTGCTCGGGTGTTTTCAN IGTATGGA
AcaGcliT CTGACCTGCTCGGGTGTTTTCAALGTATGGAR
'CAGEﬁTTCTGACCTGCTCGGGTGTCTTCAAGGTATG c

GTTTCETACEUIT TGGGEGASCAACACGIMIGLYXEAICiTeleCr
AACAGCITECTGACCTGCTCGGGTGTTTTCAANGTATGGAR
AACAGCITIITGACCTGCTCEGGTGTETTCAAGGTETGGAR
GTTTCSTACSITTGGGEGABCAACACGIRIGLYEAICheleC)
YT TCETACSINT TTAGETABCAACACGHE® YN TiiGifeleGT
ACAGIRTIRCTGACCTGCTCGGGTGT®TTCAAGGTATGGEA
®TCGTiCM{ETATGESABCAACACCHRNS.VIA AL Chel A
ACAGIRTINCTGACCTGCTCGGGTGT®TTCAAGGTATGGEA)
ACAGETIRITGACCTGCTCGGGTGTTTTCAAGGTA
ACAGCLITESNTGACCTGCTCEGGTGTETTCAAGGTETGGAR
'CAGEﬁTTCTGACCTGCTCGGGTGTCTTCAAGGTATG Cr:
ACAGCITIRITGACCTGCTC8GGTGTETTCAAGGTETGGAR
AACAGCIAT] CTGACCTGCTCGGGTGTTTTC%%EGTATGG"

CCCGATCGACGCAAACACCACCGAGGT®TGGACCTACGCCATIGTCGAAA
CCCGATCGACGCAAACACCACCGAGGT®TGGACCTACGCCATIGTCGAAR
CCCGATCGACGCAAACACCACCGAGGT®TGGACCTACGCCATIGTCGAAA
CCCGATCGACGCAAACACCACCGAGGT®TGGACCTACGCCATIGTCGAAR
CCCGATCGACGCAAACACCACCGAGGT®TGGACCTACGCCATIGTCGAAA
CCCGATCGACGCAAACACCACCGAGGT®TGGACCTACGCCATIGTCGAAA
CCCGATCGACGC CCACEGAGGTATGGACCTACGCCAT
CCCGATCGACGC CCACHGAGGTINTGGACCTACGCCAT
CCCGATCGACGC CCACHGAGGTTGGACCTACGCCAT
CCCGATCGACGC CCACHGAGGTINTGGACCTACGCCAT
CCCGATCGACGC CCACCGAGGT®TGGACCTACGCCAT:
CCCGATCGACGCAACACCACCGAGGT®TGGACCTACGCCHTINGTCGAAR
CCCGATCGAHGHAAACACCACCGAGGTITGGACETARGCCATSGTEGAAR
CCCGATCGACGCAAACACCA
CCCGATCGACGCAAACACCA
CCCGATCGACGCAAACACHES

CCCGATCGACGCAAANACCACIGAGGTINT GGACCTACGCCAT[EGTC)
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1 |
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

e CCTEGTCRGEGEGAGS GARGTITGGACCT{e[e GCeATeGele GAAA
CCCGATCGACGCAAACACCACCGAGGTI®TGGACCTACGCCATINGTCGAAR

CCCGATCG. GHAAACAC CCGAGGTTTGGACET GCCATCGTHG“‘
cc CEGARGTITGGACCT GC GAAZ
cc AIRGAGGT S TISACET GT[¢GAAR

CCCGATCGACGCAAAEACCACTGAGGT TGGACCTACGCCAT GTCGAAZ
T[MeACGHEGGCOGCIEGA (:AEGTRTGGACCTAECCAT ©GCCG

CCCGATCGACGCAAAIACCACIGAGGIRTGGACCTACGCCAT[eGTCGA

CCCGATCGAWGIAAACACEACCGAGGTINT GGACETAIGCCAT ™
CCCGATCGACGCAAAIACCACHGAGGTATGGACCTACGCCAT
CCCGATCGANGEAAACACEACCGAGGTITGGACETANGCCAT
CCCGATCGACGC CACCACCGAGGTCTGGACCTACGCCITT ;
TTA GAECGC%CH(,AGGT TTCACGCG

CCCGATCGACGCAAACACCACCGAGGT®TGGACCTACGCCATINGTCGAAR|
I

6360 6370
S T L (e .
AGACATGCCCGAGGATCTCERAR
AGACATGCCCGAGGATCTC|
AGACATGCCCGAGGATCTC
AGACATGCCUWGAGGATCTC|
AGACATGCCHINGAGGATCTC
AGACATGCCINGAGGATCTC
AGACATGCCHWGAGGATCTC|
AGACATGCCCGAGGATCTC
AGACATGCCCGAGGATCTC|
AGACATGCCCGAGGATCTC
AGACATGCCCGAGGATCTC

GAIATGCCCGAGGATCTE
AGACATGCCCGAGGATCTC
AGACATGCCHGAGGASHTH

GARATGCCCGAGGATCTE]
AGAEATGCCRGEEGARCT]
'GACATGCCCGAGGATCTC

6380

6390 6400
B e
GCTTGGCCGACGCGGTT,
GCTTGGCCGACGCGGTT,
GCTTGGCCGACICGGTT,
GCTTGGCCGACICWGTT|
GCTTGGCCGACHCINGTT,
GCTTGGCCGACHCINGTT|
GCTTGGCCGACICWGTT|

GCTTGGCCGACICGGTT
GCTTGGCIGACGCGGTT

AleAITTAA e
CCETG TATCA ‘TG

GCTTGGCIGACGCGGTT,
GCTTGGCCGACTCIGTT
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A.1: MSA for primer design

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
gi|17863948|gb|AF448047.1
gi|17863956|gb|AF448051.1

CAGCGAACGTTCGGGCCTGCTGGCTTCTG
CAGCGAACGTTCGGGCCTGCTGGCTTCTG
CAGCGHACGTTHGGGCCTGCTGGCTTCTG
CAGCGAACGTTCGGGCCTGCTGGCTTCTG

CAGCGAACGTTCGGGCCTGCTGGCTTCTG

CAGCGAACGTTCGGGCCTGCTGGCTTCTG
CAGCGAACGTTCGGGCCTGCTGGCTTCTG
CAGRGAACGTTHGGGCCTGCTGGCTTCTG
CAGaGAACGTTTGGGCCTGCTGGCTTCTG
CAGRGAACGTTTGGGCCTGCTGGCTTCTG
CAGRGAACGTTTGGGCCTGCTGGCTTCTG

CAGCGAACGTTCGGGCCTGCTGGCTTCTG
CAGCGEACHTTCGGRCCEGCAGGATTCTG

L ] ]
CGTTEGGG CTGCTGGCTTCTG

CETTCGGRCCIGCAGGRTTCTG
TTCGGhCGCEGGCTECTG
CGTTCGGNYETGCTGGCET/lohEs

ACEAE VYA Ieen AsClEleCEleGACGCT]
CAGHGAACGTTRGGGCCTGCTGGCTTCTG

CAGLGAACGTTIGGGCCTGCTGGCTTCTG
CAGCGEACHTTCGGRCCRGCRGGRTTCTG
CAGCGAACGTTCGGGCCTGCTGGCTTCTG

CCATE N\l TACAAGGAAAAT ThReAEC
CAGCGAACGTTCGGGCCTGCTGGCTTCTG

6470

ATATGGAAACIKGCIATCGCAAAACGGCAAN
‘TATGGAAACRGCRTCGCAAAACGGC";

6480

GAAAGCGACGACAATGAC
GAAAGCGACGACAATGAC
GAAAGCGACGACAATGAC
GAAAGCGACGACAATGAC
GAAAGCGACGACAATGAC
GAAAGCGACGACAATGAC
GAAAGCGACGACAATGAC

GAAEMINGACGACAAGGAC
GAAAGCGACGACAATGAC
GAAAGCGACGAC. GAC
G GACGAC GAC
G. CGACGACAETGAC

GAAAGCGACGACAA®GAC

GAAAGCGACGAC[EE®GA
GAAAGCGACGACAASGAC

‘TATGGAAACRGC
‘TATGGAAACHGC
‘TATGGAAACRGC

ATATGGAAACHGC
‘TATGGAAACEGC
ATATGGAAACGGH
ATATGGAAACG
ATATGGAAACG
ATATGGAAACG

TCGCAAAACGGCAAGAAATATCAAT]
TCGCAAAACGGCAAGAAATATCAAT
TCGCAAAACGGCAAGAAATATCAAT
TCGCAAAACGGCAAGAAATATCAAT
TCGCAAAACGGCAAGAAATATCAA

ATCGCAAAACGCCAAGAAATATCA
NTCGCAAAACGCCAAGAAATATCRA
ATCGCAAAACGCCAAGAAATATCA
NTCGCAAAACGCCAAGAAATATCRA

AATATGGAAACHGCINTCGCAGMAACGGCAAGAAATATCA ‘E
IAAGATGGAAACEGIe TCGCAAAAINGCCAAGAAATASCE CAIC
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258 |gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

AATATGGAAACEGCETCGCAAAACGGCAAGAAATATCAA
AACATGGAEACGGEETCGC GCCAAGAAATAGCAAT
A TGGAARCGGCITCGC] C TEecaAleTC
A A A c UGA

ACLYelerV.VAeCAT - - GAW A

‘TCGCAAAACGCCAAGAAATATCAET

gﬁkﬂceamm

ATCGCAAAACGCCAAGAAATATCAET]

A I I e
ENAGGAIWGTATACGGCGACG

EVAGGAIWGTATACGGCGACG
IWAAGGACGTATACGGCGACG
INGAGGACGTATACGGCGACG
INGAGGACGTATACGGCGACG
INGAGGACGTATACGGCGACG

GGACGTATACGGCGACG
TGeTTTCCAACCTGGGTTTCGGCGEGGACGTATACGGCGACG
T TTTCCAACCTGGGTTTCGQC GGACGTATACGGCGACG
TGATTTCCAACCTGGGTTTCGGCGEeGGACGTATACGGCGACG

TGETTTCLAACCTIGGT TTCGGIGAGGACGTATACGGCGACG
TGATT[eCCAANCTGGGTTTCGGCAGGANATETAIRGGCGACG

GCGAC 2 : TGE
AGTGATC GEE GGACGTATACGGCGACG
AGTGATC| TGGGTTTCGGCIAGGACGTETACGGCGACG
GCGAC A e A WACGGTGA  TaH
A BT GAINSTCIXCARICTGGGESTCG CAAGINT Rrc
q TGATTTCCAACCTGGGTTTCGGCGEGGACGTATACGGCGACG
G TGART T CleAECATGGGHET CGGCHARGARGEA I IR A IS
CGATCETGATTTCCAACCTGGGTTTCGGCGEGGACGTATACGGCGACG)

TGETTTCCAACCTGGGTTTCGGCGEGGACGTATACGGCGACG
TGATT[ECCAAIRITGGGTTTCGGCRAGGACGT[ETACGGCGACG
TGETTTCRAACCTHRGGTTTCGGIGAGGACGTATACGGCGACG

THATEE\CCAACETHINTleCCNGGACGTANARGECRARG
BAACCTIGGTTTCGGIGAGGACGTATACGGCGACG]
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A.1: MSA for primer design

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1

6570 6580

GCGTCGTCGGRAAATCGGCGATC
GCGTCGTCGGEAAATCGGCGATC
GCGTCGTCGGCAAATCGGCGATC
GCGTCGTCGGCAAATCGGCGATC
GCGTCGTCGGCAAATCGGCGATC

GCGTCGTCGGCAAATCGGCGATC

GCGTCGTCGGCAAATCGGCGATC
GCGTCGTCGGCAAATCGGCGATYY
GCIATCGTCGGCAAATCGGCGATHA
GCETCGTCGGCAAATCGGCGATT

GCGTCGTCGGCAAATCGGCGATC
INGTCGTINGGEAAATCGGCGATC

GCGTCGTCGGCAAATCGGCGATC
GCGTCGTHGECAAATCGGCHATC
TCGGCEAEECGGCGATC

ITTCTACCGGGCTTACCAGGCHICA
TTTCTACCGGGCTTACCAGGCHCAC
TTTCTACCGGGCTTACCAGGCRCAC
TTTCTACCGGGCTTACCAGGCHCAC
TTTCTACCGGGCTTACCAGGCRCAC
TTTCTACCGGGCTTACCAGGCHCAC
TTTCTACCGGGCTTACCAGGCRCAC

(®TTCTAICGGGCTTACe[eleGCeCACATCAGCAGCTCuyAECTG
®TTCTAICGGGCTTACelel6GC| CACATCAGCAGCTCTH CTG
CTTCT‘TCGGGCTEACGGCGC CACATCAGCAGCTCTH CTG
T TCTAICGGGCTTACeel@GCleCACATCAGCAGCTCi¥AECTG

T

6590 6600
GCGAGACCAGTT,
GCGAGACCAGTT]
GCGAGACCAGTT,

GCGAGACCAGTT]
GCGAGACCAGTT,

GCGAGACCAGTT,
GCGAGACCAGTT,
GCGAGACCAGTT,
GCGAGACCAGTT,
GCGAGACCAGTT,

GCGAGACCAGTT]
GCGAGACCAGET

GCGAGACCAGTT|
GCGARACCAGET

CAGCAGCTCCAACTG

TCAGCAGCTCCAACTG
TCAGCAGCTCCAACTG
TCAGCAGCTCCAACTG
TCAGCAGCTCCAACTG
TCAGCAGCTCCAACTG
TCAGCAGCTCCAACTG

%CCETCCTT
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR

gﬁGCgTACCAGGCTCACATCAGCAGCTC

C
TTHTACCGGGCETAWIAGGLYY, -
®TTCTACGGGCTTACEESGCECACATCAGCAGCTCHAECTG
TTCTACCGGIRNET/ElAAGGEY.YIEATClENelsClECCEAINTG
®TTCTARCGGGCTTACEHESGCECACATCAGCAGCTCIRAECTG

®TTCTAINCGGGCTTACEe8GClECACATCAGCAGCTCHAECTG
A INGCI®TACCAGGCINSCACATCAGCAGCTCCAAITG
AATC TCGAUGT®TTCTACGHeGCCOGGGAINGATAAINTGGAALCGINE
A WTTCTACCGGGCTTACCAGGCIRICACETCAGCAGCTCCAACTG

6660 6670 6680 6690
R R T T T e e T e
GCTGAGTTCGAGGATGCCTCTAGUIWAMTTGGCATACCGAACTGAC]
GCTGAGTTCGAGGATGCCTCTA TRCTTGGCATACCGAACTGAC
GCTGAGTTCGAGGATGCCTCTA TRCTTGGCATACCGAACTGAC
TECTTGGCATACTGAACTT‘
AT TGGCATACHGAACTHNAC
TRCTTGGCATACTGAACTT‘C
TRCTTGGCATACTGAACCT‘C AR
GCTGARTTCGAGGATGCCTCT. TTGGCATACCGAACTGACEAAGE
GCTGARTTCGAGGATGISCTCTALVIAINTTGGCATACCGAACT CRAAG‘
GCTGI;;TTCGAGGATgECTCT:g:;TTGGCATACCGAACTgECHAAG A
NTTCGAGGATGCCTCTALVAAITTGGCATACCGAACTGACKAAGE

6 CeGAGTTCGALYATGCCTCTGEAINTTGGCASACCGAACTSACSAAGAC]

GC8GAGTTCGARVAARICCTCeGAIT TGGCARACCGAACTEACEAR
EAl{eC Tip(de\TCTGAATGACGAGGGA{EEANGCAGCLYITIETCGLICGE
AAGEC[EAIST - - TGAAANTAGATCCGGATGCCTGGALGEATGAACTCIIT
GCTGANTTCGAGGATGCCTCTALVAA) ) ;

RCEAGE  TGAAGSAL:

GCTGARTTCGAGGATGCCTCTALVA

GCTGARTTCGAGGATGHCTCT.

GCEGAGTTCGAINAECCTC /el
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

CGAAGIEIIGGAGTACGAAAATHIGETCCAGCEATICGTCGATIACECIGAGE
ch TRC T Th d&zagc

6710 6720 6730

R T [ [ IO I

GGACCATGATGATHNAR
GGACCATGATGATHNAR
GGACCATGATGATHNAR
GGACCATGATGATHNAR

CTAARASACGAGESRACCATGATGATAATA

CGAINCGC TN T GCARARTCTAGGT T T T\ GleL i e CiiA TR
TACTGATC CTAA

2
G
2

N ATGATGATUNAATA
A2 ATGATGAT[SAZ E

TACTGATC
ACTGATC
GCAIACHT IS XIIF XTI ALCTGETG [ETCTTTCTGTGA

TACTGATC CTA2

6760 6770 6780 6790 6800

TTCAAGAAGACAAGCT
TTCAAGAAGACAAGCT
TTCAAGAAGACAAGCT

TTCAAGAAGACAAGCT
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A.1: MSA for primer design

gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR

(JleCAleGAAGACAAGCTEGTCTCCGCECACGACGCCGAAGARTTTCITCGT]

ANGGANCGENIATCAAATCGTCAAANIENTEGGCGCEGALGIAIGGEA

TTCAAGAAGACAAGCTISGTCTCCGCCCACGAINGCCGAAGAGTTTCTTC E

AIEGCCIGAGECGETCCAAAIATCGAMIACTACGGAGENACAIGIICGAC

TTCAAGAAGACAAGCTISGTCTCCGCCCACGAINGCCGAAGAGTTTCTTC E

AeGAAGACAAGCTINGTCTCCGCCCACGACGCCGAAGAGTTTCTTC
[eCAleGAAGACAAGCTEGTCTCCGCECACGACGCCGAAGARTTTCINSC

6810 6820 6830 6840 6850

T S PR Py
TTTGCAACAAGAAGCCACCA|
TTTGCAACAAGAAGCCACCE
TTTGCAACAAGAAGCCACCA|
TTTGCAACAAGAAGCCACHA

TTTGCAACAAGAAGCCACTH
TTTGCAACAAGAAGCCACTE

T FE o o L
TTCTTCAATTCHe TCleles
TTCTTCAATTeCd TClejel®
TTCTTCAATT] A

TTCTTCAATT]
TTCTTCAATT]

BERE T GaGCATENEAGCRA (e TGCASCAAGAAGHCACCA

BGeeceaTCcCGGAECTETCGCCCL T e N Cilee T T[#CAGGETGCAGG

TTCTT/JAATTeC
CGAACAIGiiNCHeGTer CGCCG
TTCTT/JAATTeC

TTCT I CAAT T SCGECGACCRGG

TTTGCAACAAGAAGCIVACCA
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.

B reaTACANGITEATE e TChECAACAA GuCARCA
6860 6870 6880 6890
S S I P O I |
ACCCGGGAAGCGCATCTGOTGGACATTCAGGCTTACCGerACux
ACCCGGGAAGCGCATCTGE®TGGACATTCAGGCTTACCGeChx
ACCGGGAAGCGCATCTGTTGGACATTCAGGCTTACC T
ACCCRGGAAGCGCATITGTTGGACATTCAGGCTTACCGHGCHS
‘CCCRGGAAGCGCATTTGTTGGACATTCAGGCTTACC TeleT
‘CCCRGGAAGCGCATTTGTTGGACATTCAGGCTTACC TeleT
CGINTGCTIRACCCGGGAAGCGCATCTIWTTIHGACATTCAGGCTTACCGEGCC
C TTGCTHACCCGGGAAGCGCATCTTTTRGACATTCAGGCTTACC ®GCC]
C TTGCTRACCCGGGAAGCGCATCTTTTHGACATTCAGGCTTACC Clelels
C TTGCTRACCCGGGAAGCGCATCTTTTRGACATTCAGGCTTACC Clelels

CGCTECTeleCCCGGAAGCIICATCTGTTGGACATTCAGGCTACLYXeGCC]

CIRA T XleAI NN C GEGAAGC Gl T GeTeGAAWelcle Gleleleleife CGleGrY:

GACATTCAGGCTTACCGS

CGITGCTIIACCCGGGAAGCGCATCTITTI

CGHTGCTACCCGGGAAGCGCATCTIT TRGACATTCAGGCTTACCG

CGITGCTIRIACCCGGGAAGCGCATCTITTIIGACATTCAGGCTTACCGEGCC
CGCT{eCTeACCCGEGAAGCGCAMCTGOTGGACATTCAGGCOTACLYVAGCC

6920 6930
TGGTTAGAGCACTGCGTG
TGGTTAGAGCACTGCGIG
TGGTTAGAGCACTGCGTG
TGGTTAGAGCACTGCGIG
TGGTTAGAGCACTGCGTG
TGGTTAGAGCACTGCGIG

TGGTTAGAGCACTGCGIGGRCTCAGAGGTGAAATATCAGATHNA
TGGTTAGAGCACTGCGTGGRCTCAGAGGTGAAATATCAGATT‘
TGGTTAGAGCACTGCGTGGRCTCAGAGGTGAAATATCAGATT‘
TGGTTAGAGCACTGCGTGGRCTCAGAGGTGAAATATCAGATT‘

6900



A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

RFRRRRR

GO TR CAC TG T SO S A TEAAA TASCACRTSATCTCECG

TGGETeGCAMEA M TN e CeCAM AT TATENCATIAT ClXleCG

TGGTTAGAGCACTGCGTGGACTCAGAGGTGAAATATCAGATIATCTCACG

INEleCiGCIACGGAA TG CleCOGAEF\CAINCCLTIvAC TG MGCCGATTTA

TGGTTAGAGCACTGCGTG ‘CTCAGAGGTGAAATATCAGATT‘TCTCACE

TGGTTAGAGCACTGCGTGGECTCAGAGGTGAAATATCAGATHL2 G
TGGETHGARNCACTGCCTHGsCHCEGAGATEAAATARCAINET e G

6970 6980 6990 7000

R I T ey
NAGCTCAATGAAGCCA|

‘AGCTCAATGAAGCCH
‘AGCTCAATGAAGCCH
‘AGCTCAATGAAGCCH
‘AGCTCAATGAAGCCR
‘AGCTCAATGAAGCCE

‘CCAGCTCAATGiiE

CGAACTGCGCTCAGCTTCCGAGCGCCGTT
CGAACTGCGCTCAGCTTCCGAGCGCCGTT
CGAACTGCGCTCAGCTTCCGAGCGCCGTT
CGAACTGCGCTCAGCTTCCGAGCGCCGTT

L GAACTRICGRITCALCT TCCGAGCGRC G TR ACCALCTEAATGARGC .
YA e CTGCGTIX MW VGAGCGINCGETRERAINNGCocddeGAdNeCe

CGAACTGCGCTCAGCTTCCGAGCGCCGTT ‘CCAGCTCAATG“;CCE

oes.VNeneleleleni TCETGAGAE\CHeGeeCCede \WeCAACGCCAEACEATG

CGAACTGCGCTCAGCTTCCGAGCGCCGTT ‘CCAGCTCAATGAANCCE
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P

CGAACTGCGCTCAGCTTCCGAGCGCCGTT
\GAACTHCGCTCEICTTCCGAGCGHCGET

ACCAGCTCAATGAALICCA|
ACCARCTEAATGARGCES

7020 7030 7040

TGAACATTTISCAACGAGAATTATGAACAACT
TGAACATTTiCAACGAGAATTATGAACAACT
TGAACATTTiCAACGAGAATTATGAACAACT
TGAACATTTiNCAACGAGAATTATGAACAACT

CARATSTACAACCAGANSTAT AR CAGCTGAAAGITC UG THGAICAS

AT T A A C A A T S C T A A G S C GG TS GAGCAS

7060 7070 7080 7090
A A P
(@CCGAAGO®TGCGCTTTACTCG
(®CCGAAGETGCGCTTTACTCG
(®CCGAAGETGCGCTTTACTCG
CAACTGGATCCGCAAAACTGGGGCAACAGECCGAAGOTGCGCTTTACTCG
CAACTGGATCCGCAAAACTGGGGCAACAGECCGAAGETGCGCTTTACTCG
CAACTGGATCCGCAAAACTGGGGCAACAGOCCGAAGSTGCGCTTTACTCG

CAACTGGATCCGCAAAACTGGGGCAAIAGTCCIIAAGETGCGCTTTACTCG
CAACTGGATCCGCAAAACTGGGGCAAWAGTCCRAAGETGCGCTTTACTCG



A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRERRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254

RFRRRRR

CAACTGGATCCGCAAAACTGGGGCAAIAGTCCIIAAGETGCGCTTTACTCG
CAACTGGATCCGCAAAACTGGGGCAAWAGTCCRAAGETGCGCTTTACTCG

AT GGA T C O CASAAC GGG CAACAGECCGAAGATECORTTEACSCG

AT G TGO AN TGS GCARCATC ORI GO TR E

CAACTGGATCCGCAAAACTGGGGCAAIAGTCCIIAA TGCGCTTTACTCE

®TTTATTCAGGTWGGTSNEleA TGGLIGGAIMMECCATCCAAAR

CAACTGGATCCGCAAAACTGGGGCAAWAGTCCAA TGCGCTTTACTCE

VT TCATCACRAATITCCAGGCINGCAATGGACGAAAATGA
TTTCATCACHAATHTCCAGGCTGCAATGGACGAAAATG‘
TTTCATCACRAATRTCCAGGCTGCAATGGACGAAAATG‘
TTTCATCACR"TRTCCAGGCTGCAATGGACGAAAATG‘

T CAT CAC A TG T NGOG CEANG AT A A NS AT GO

crEScCEAMcCscNEE T TARCAAEGTAGCGCARY  NENCAGES

P TTCATCACIAATIITCCAGGCIGCAATGGACGAAAATGA AGATITGC)
CTTCETERCEAATGTCEANGCHERINIY: CCGLAAL- - CEGCGAAT
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

INTTCATCACKAATIATCCAGGCINGCAATGGACGAAAATGE

jyTTCATCACAATINTCCAGGCISGCAATGGACGAAAAT GAREIIA GATIT GC
CTTCETCACOAATGTCINSGGCEGCEARGGACHAEATSCH Y deCa C

AGATRTGO

TCACCGRGCACGAC
TCACCGRGCACGAC

A S C e CCAA T AT TC S CACC GO CACCAGGIASECAS

T TEGHCHEGARGEY AT TGGCAC TG TECATCHETeGCAGTLNE\G

7220 7230 7240 7250
P I T e | | o | |
GTCGATGTCTTCTA2 C
GTCGATGTICTTCTA2 Cleleleler:v:{er\Cl
GTCGATGTCTTCT2 Cleleleler.v.\er \Cl
GTCGATGTCTTCTA ®CGGGAAGATAAATGGAARC
GTCGATGTCTTCT2 CCGGGAAGATAAATGG::;
GTCGATGTCTTCTA ®CGGGAAGATAAATGGAA);
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRRRR

GTCGATGTCTTCTATGCCACISCGGGA
GTCGATGTCTTCTATGCCACICGGGA
GTCGATGTCTTCTATGCCACISCGGGE
GTCGATGTCTTCTATGCCACISCGGGA

A G TC T T CTAT GCACECGHGAAGASAAATGCAANCCORICGARGS

aifdeclenTigyTaTcTATTECEACACECcG e TEGTCATEACCC R

7260 7270 7280 7290 7300

GATTACCCAGAGCGCATZ

GATTACCCAGAGCGCATZE
OGATTACCCAGAGCGCATA
®GATTACCCAGAGCGCATZ
®GATTACCCAGAGCGCATZ

AGTTGGTCCAACGATT

AGTTGGTCCAACGATT
AGTTGGTCCAACGATTeATTGATTAWCCAGAGCGCE
AGTTGGTCCAACGATTATT TTT‘TCCAGAGCGC‘CET

GO A AT GG A C T THE oG A TACCCRGAGCGCATHS

ToNeGeGisNeAAGT TeGTeAECGETTEATT G TiCleClEGAGCGCeleile
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3]|:16051-1740

gi|2199557 | gb|AF004283.1|
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1

IWTTAIWCCAGAGCGCASALN

TCCTEGATECEAEAGHC

SGCGI¥AAGTTGGTCCAACGATTHIA
CAATEGTTTCLYNEGHCTMeGGHe\AAAC
SGCGIYAAGTTGGTCCAACGATTHIA

©GCGIAAGTTGGTCCAACGATT{eATTGATTAICCAGAGCGCASAN
NG eIV UL oeARCT GG TEEAACGHETINETE GARTACCCEGAGCGCAT/N

7320

7330

WCAGACGCACAATCTGAT
WCAGACGCACAATCTGAT
WCAGACGCACAATCTGAT
WCAGACGCACAATCTGAT
WCAGACGCACAATCTGAT

TCCAGACGCACAATETGATGATCTTTIITGTGAGCCRA AT &GCC AC
TCCAGACGCACAAT, TGATGATCTTTHTGTG‘C A AT ®GCC AC|
TCCAGACGCACAAT] TGATGATCTTTRTGTG‘
TCCAGACGCACAAT, TGATGATCTTTHTGTG‘

TCCAGACSCACAATCTGATGASCTT®CTGTGALNIA oehgileleleler\Telelehy

BEECecEC AR CECHeRE RN EeCCRECEATARAGCTA

AGARATEC[ECGATTHGGCGE
TCCAGACGCACAATETGATGATCTTTIATGTGA
TCCAGACECACAATCTGHTGASCTTSCTGTGA

7360 7370 7380 7390 7400
T e e I I e

A TGGTGACTGCTACCGCGGHCACCAT TN CAAAAGGRARTETASCTG

ATGGTGACTGCTACCGCG

AATGGTEACTGCIAACCGCGGINCACCATT:VATCAAARGGEAR AOGTG
ATGGT{®A CTGCRACCGCG CACCATTMTC AAASRGGEAR AlGTG|
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRERRRRR

A TG TeACT GORACCGCOGHCACCAT TN CAAA NG CRARTETARGTG

AAATGGTGACTGCTACLYYelsie T CCAT TIeTCAAAAGGLIAATIT{ENGTG
AAATGGTGACTGCTACLYelsG) R CCATT R TCAAAAGC JAATETARCTG
GCCHTE - AleGCGGTCATCCIEGATHGT THTLEVACKEAIN N TIE T TGC

G ATCHETEC/EeiCGACT T TG T TGLGCGCHGGGTCgECGTGCGGATCA

CRGATCGEGAGARITTGCAT[EG - ARGCCTATGCCGCEATCATCGAACE

7410 7420 7430 7440 7450

TATGGGCAATCAACAAGTCGTTTCIATAACHCGGTGC®@GGCTCAGGAAT(S

TATGGGCAATCAACAAGTCGTTTCGATAACHCGGT
TATGGGCAATCAACAAGTCGTTTCGATAACHCGGTGCRGGCTCAGGAATS

TAT)

TATGRGCAATCAACAAGTCGTTTCGATAACHCGGTGCiIsGGCTCAGGAATN
TATGRGCAATCAACAAGTCGTTTCGATAAC CGGTGCINGGCTCAGGAATYN

TG C A CAE AR G T TS A THA R G RGOS GCCTCEGOSATS

AGGAEACHAGEN TG TECHECE A GG TR A AR TGCETTGATIEAGGAG
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

BcAdgeGGGGEY T TGS CHiCGACECCG TR TCEC TEGAAGATCCTCGCG

7460 7470 7480 7490 7500
O e e e e e I

GGTCTCGAACTGGTTCGATCCTTCAAGTCeGCCGGTTATTGCGTATCC g

GGTCTCGAACTGGTTCGETCCTTTAAGTCeGCCGGTTATTRICGTATCC g
GGICTCGOACTGGTTCGATCCTTTAAGTCCGCCGGTTATTGCGTATCCGC
GGTCTCGAACTGGTTCGATCCTTTAAGTCCGCCGGTTATTGCGTATCCGC

GO TR CAACT GG T TCGATCCT TCAAE A GCRGGETATTGCGTETCCRT

AACGCGECIECErcGACGGEE G TCATEAATACCC N CEHEGCCTTEG

7510 7520 7530 7540 7550
O e e e e e T

TCTCGTACGAAACGAGGAGCAAGAGGCGONMICTTTGCAATGARTTCAAG
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

TCTCGTACGAAACGAGGAGCAAGAGGCGOMICTTTGCAARNGAGTTCAAG
TCTCGTACR\AAACGAGGAGCAAAAGGCGRIGCCTTTGCAATGAGTTCAAG
TCTCGTACRAAACGAGGAGCAAAAGGCGHGCCTTTGCAATGAGTTCAAG

TG A A CAGCAJCAAGHGGCGRGCC TR CCACTGANTTCARAG

cepGCGGGETRTEATEA cCTCETEGCHgeEGACGAGCTCENEA{STGAE

7560 7570 7580 7590 7600
B e e e I I e

ACGCACTCGAGATCGTIGTGGGCGATGTCCGLGAINCACGCAAAAATGAG

'CGCACTCGAGATTGT‘GTGGGCGATGTCCGGGACCACGCAACAAATG‘E
ACGCACTCGAGATCGT®GTGGGCGATGTCCGGGACCACGCAACAAATGAG
ACGCACTCGAGATCGT®GTGGGCGATGTCCGGGACCACGCAACAAATGAG

O T A AT C OIS GCGCGATG T C O GARCACGCEACEAATCAN

CGCAGACGCLCLGAEAGECEAGCRGARGAEAATHTCEAGETTCIYACKE
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |

7610

7620

7630

7640

7650
|

AAGCTGATZAA GCASACAATCGETAGATTCGGTCATCTCGATTGTTTCAT

"GCTGATAAAGCAAACAATCGATAGATTCGGTCATCTTGATTGTTTTEE

CATCTCGATTGTTTCA E

GCTGATAAAGCAAAC
GCTGATAAAGCAAAC

A A
A A

@CGATAGATTCGGECATCTCGATTGTTTC

AASCGATAGATTCGGS

GO G TN A O T A e TC OGS e CTE GAT TG TTCAT

G EGEGHCGEEATCGTTGAGEGCGATGARETHTTCGAMETCAECGGGGE

7660

7670

7680

7690

7700
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A.1: MSA for primer design

gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RRrRRR

[@GCAAATGCCGGTATTTGGGATTACATGCTGAGCATCGAAGAGCCTTGG

TGCAAATGCCGGTAT®TGGGATTACATGCTGAGCATCGAAGAGCCTTGG

TGCAAATGCCGGTATTTGGGATTACATGCTiNeGCATCGAAGAGCCTTGG
TGCAAATGCCGGTATTTGGGATTACATGCTNeGCATCGAAGAGCCTTGG

6GEAAATGCCGGEATINTGGGATTACATGCTGAGCATCGANGAGCCTTGG

ATTGGCHTGECTHCCCGACAGCCGETCEECETTTCCGCLYANEGACATAT

7710 7720 7730 7740 7750
B S S T T I T I e

AGAAAATETCOAGCAGTTTTGACGAATATTCGACATCAATGTIAAGA

AGAAAATATCGAGCAGTTTTGACGALRATATTCGACATIsAATGTCAAGA g
AGAAAATATCGAGCAGTTTTGANGAGATATTCAACATCAATGTCAAGAGC
AGAAAATATCGAGCAGTTTTGANGAGATATTCAACATCAATGTCAAGAGC

A GAA AT CGEGCAGT TS GACGAGATAT TUGACATCANSGICANIAGT
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1 |
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

TCTCGCGGAECTTGCACGATTGCTCCCGCHEATGTCGGHATHGLYYEGAA

7760

7770

7780

7790

7800
|

AT TTCAGHGGCATCAGEGOGCHCTGCCGGARCTGAAAAAGACEAACGS

TATTTCAGINGGCATCAGISGCCGCCCTGCCGGAACTGAAAAAGACTAACG

TATTTCAGCGGHATCAGGGCCGCCCTGCHGGAACTGAAAAAGACTAECGG]
TATTTCAGCGGWATCAGGGCCGCCCTGCEGGAACTGAAAAAGACTAECGG

cilecclceeclcceclerTaeGGATGTCCGECGEYGCCCGT/IEC

7810

7820

7830

7840

7850

244



A.1: MSA for primer design

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
gi|17863948|gb|AF448047.1
gi|17863956|gb|AF448051.1

GTGGTGATGACCGCTTCEGTGTCGTCCCATGCGGTCGGT

ATCAGTGGTGATGACCGCTTCEGTGTCGTCCCATGCGGTCGGTGETGGTG

ATCAGTGGTGATGACCGCTTCRGTGTCGTCCCATGCGGTCGGTGCTGGTG
‘TCAGTGGTGATGACCGCTTCRGTGTCGTCCCATGCGGTCGGTGCTGGTG

G Ga T T CACE T TG T T T CORATGCOTCOITCOS GG

caacccaTcgaEcTGATCAACECECHEATEALN TATCCECGCACATCE

7860 7870 7880 7890 7900
e T S I I

GTTCTTGCTACATCGCCAGCAAGCATGCGGTGITINGGINATGGT®AAGGCT]

GTTCTTGCTACATCGCCAGCAAGCATGCGGTGCTEGGIVATGGTIAAGGCT]

GTTCTTGCTACATCGCCAGCAAGCATGCGGT®CTGGGCATGATGAARGC
GTTCTTGCTACATCGCCAGCAAGCATGCGGT®CTGGGCATGATGAARGC
GTTCTTGCTACATIGCCAGCAANCATGCGGTGCTGGGCATGGT®AAGGCT]
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

AGGAAACGGCGGCEAACCAGGLAATIIESCCATGGTCEEGACLY{ENCCARA

7910 7920 7930 7940 7950
T e T I
TTGGCCTACGAATTGGCTCCCEANATTCGCGTEAACGCIGTMIICGCCGG

TTGGCCTACGAATTGGCECCCEANETTCGCGTEAACGCIGTIMICGCCGG
TTGGCUTACGAATTGGCTCCCCACATTCGCGTCAACGCCGTRGCIACCGG
TTGGCHTACGAATTGGCTCCCCACATTCGCGTCAACGCCGTIGCCCGE

CACATECOEGTCARRGECTHGCGCOMGG

AGCATEGGCLGLGEEGEETGTTECHAAAGECHNYeAGdeccCTTT/eCEe
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A.1: MSA for primer design

7960 7970 7980 7990 8000

e T e
gi|2199557|gb|AF004283.1]|

P E LR TP L PR JE Ml C G CACCGTGACGTCTCTGTGCGGTCCRGCARGCGCCGGHTTCGACARRR
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

L TPy E N e P LT B CACC G TGACGTCTCTGTGCGGTCCCGCEAGCGCCGGHTTCGACARR
gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

CERE ST W LT R TPVl LT kB M I C GGCACIGT GACGTCTCTGTGCGGTCCCGCAAGCGCCGGCTTCGACAAAR
gi|1255665|dbj|D84146.1|P [deelwNeTieiieNeleCle o fencldlele) (oolsleler.V.clelcleleleclelel i {ofe) Yol VTV
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. TEgeeGeCie T Ti{ecCTEeCHeCES V es Tlelele iee YLV V.Y
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232. GECTGGEEAACETATCEGCCTGCETATCECEGCCEAEGAINEENTCATG
gi|90567897:31379-32728 P

gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S

gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.

gi|270118907 |emb | FM882254

gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

gi|35396185|gb|AY367788.1

gi|1255665:3690-4271 Pseu

gb|AF252550.1]:772-2115 C

gi|310976243|gb|HQ380297.

gb|M23914.1| PSENDOABC:186

gb|AY887963.3|:16051-1740

HRRrRRRR

8010 8020 8030 8040 8050
e I I

gi|2199557|gb|AF004283.1|

gil2189972|dbj|AB004059.1 TEEE NNV NG Tclddeleee .t iee \Clen i e W VY e ciliciYeT
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1 TEENE ISV Tellelelelel.Celer\ e TN e\ e V.V YeTel febiCrYele
gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

AL ST W LT Y PN Lk B N Ci CACAT GEAAIACATGCCCGGIATCGAlEGACATGATCAACGGTCTHACG
gi|1255665|dbj|D84146.1|P [eTieYer by A CATGCCCGORATCCA R GACATGATCANSGETCTIACG
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. [SCANANISYIYENI N leelelele Cider\ TE X Ul NI VI YeleclliciYeT
gi|17863952|gb|AF448049.1
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR

AEATEGAACT TECGGI{EATEATEGGEACACGTGCCARGGTIETGACGCGC

8060 8070 8080 8090 8100
e e e e e I

CCTCTTGGGTTTGCAGCCAAGCCCGAAGACGTIGGTIGGeCCCTAT[®TGTT]

CCICTTGGGITTGCAGCCAAGCCCGAAGACGTGGTGGCACCCTATTTGTT
CCTCTTGGATTTGCAGCCAAGGCCGAAGACGTRGTGGCACCCTATTTGTT]
CCTCTTGGMTTCAGCCAAGGCCGAAGACGTRGTGGCACCCTATTTGTT

OO CTE GG TS GO E GRS CCCGASGACOTGRTGECACCETASS TR

GAIGAGECCCHGAARNTATGT/IgeCEGCTATACHERCEGE T TGGECARICAC
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

8110 8120 8130 8140 8150
B e e I I e

O TGG ORI CGCG AR CASGGARAAT TCATCACCGGCACCGTEATTAGCA

GCTGGCIWTCGCGAAECAAGGAAAATTCATCACCGGCACCGTEATTAGCA)
WTGGCGTCGCGAGANCAAGGGAAATTCATIACCGGGACTGTSATTARTA
ITGGCGTCGCGAGAINCAAGGGAAATTCATIRACCGGGACTGT®ATTA E

GCTGGCETCOCGEGANCAAGGGAAETTCATCACIGGCACCGTIATHeGCA

caficcageaREcaEIAg A G IRECCEIACTCRGEREATIGC T TG

8160 8170 8180 8190 8200
O e e e e

TTGATGGCGGIATGGCGCTCGGTCGCAAGTGAGETTGEAGCCEATCLYVXE
TTGATGGCGGIATGGCGCTCGGTCGCAAGTGAGETTGTAGCCEATC LA

ATGGCGCTCGGTCGCAAGTAEGTTTGT®GCCHAT CRNGA
ATGGCGCTCGGTCGCAAGTAEGTTTGT[®GCCUYAT Ciy E

TIGATGGRIG

TRGATGGRG
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A.1: MSA for primer design

gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR

TTGATGGCGGEATGGCGCTCGGTCGIAAGT GAINT T ThNe AN CLIAI SN AGA)

cegrcerTigecccErcEricETCACAGCECICEAGATHGABGATCEGEEG

8210 8220 8230 8240 8250
e T S e I I

T TATLGALLCALTT TRAGGTGACECCCCATGAAGACAAAARTGT TTAT]

e TTATIGACLICANT ToBBIA GGTGACECCCCATGAAGACAAAAGTGTTTAT)
AW A CIY A AT T TCRINGGTINAAACCGCATGAATACAAAAT TGT T T2
e A CE A ATT T GG T AAACCGCATGAATACAAAATTGTTT

BT TS GACE S T S CCAGGICACAACCCATGAAGACSARATTGT AT

e TeTeGeCoueerVATICEGGEISAACEGCOGAITHeieA AN VG eeA)Y
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.

8260 8270 8280 8290 8300
B e e I I e

CAACAACGCCTGGATCGATTCCAGTGACCAGCAGACCTTCGAGCGCAA! g

CAAWAACGCCTGGATCGATTCIAGTGACCAGCAGACCTTCGAGCGCAINAC
CAACAARGICTGGETCATTCCAGTGACCAACAGACCTTCGAGCGIAAGC
CAACAARIGHCTGGATCATTCCAGTGACCAACAGACCTTCGAGCGHARGC

CAACARCNCCTGGA S COTTCRAGTGACANAGHCITTCGARCGCAGGT

(CACeC LY elinle TCivA eI CET!eCLIAGCIIGAINCIELYNIAelsCildleiy

8310 8320 8330 8340 8350
B e o e I I

‘CCCCGTC"C‘GCGAGGTGATGACTGAGAGCGCAAACGCCACGGTG‘CE

ACCCCGTCAGEGCGAINGTGGTGACTGAGAGCGCAAACGCCACGTGASG

ACCCCGTCAGTGGINGAGGTGATGACEGAGTGTGCAAACICCACGGTGANG
ACCCCGTCAGTGGINGAGGTGATGACEGAGTGTGCAAACINCCACGGTGAIG
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1(:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

RFRRRRR

ACCCIGTCAATGGCGEGGT®GTGACSGANTGCGCEAACGCCACGGTGEIN

CGATGTATCRACTEARTCCTEGCGANETCATI T TTRCTEGEYdecCEGAR

8360 8370 8380 8390 8400
B T S e T I

GASGCGITAAAGGCGGCGCAAGHNEGCCEAGGAGGCITTCAAGACCTGGAR

GASGCGIATAAAGGCGGCGCAAGCEGCCEAGGAGGCGTTCAAGACCTGGAR
GATGCGWTAAAGGCCGCGCAAGCHGCCCAAGAGGCITTCOAGACCTGGAR
GATGCGITAAAGGCCGCGCAAGCHGCCCAAGAGGCINTTCOAGACCTGGAR

GATGCGETIRAARGCGGCRCEAGCRGCRCAAGAGGCGTTCAAGHCCTGGAA

EcrleTcGeeGecCATEAAGCEEGAEATAGEATCEAEGCGEGETEAECGH
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

8410 8420 8430 8440 8450
1 e I I

gi|2199557|gb|AF004283.1]|

T I NP P L I Ml C G T TG GACC T TCGGAGCGTCGCCGCCTTCT e CTGAAGGTCGCRGARG

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

IR PP FIVETAOR. TPV ¢ P111: 3 B Bl G GCCGTTGGACCT TCRGAGCGTCGCCGCCTTCTOCTIAAGGT CGCEGANG]

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| [SNETEIES XTIl Yelole: [lelelelelelel kiesr AleGGTCGCTGAG

gi|1255665|dbj|D84146.1|P [gNeT(euileler Yelohi(eleler Velole) [olelelelelelelikifeny AeGGTCGCTGAG

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

911254028638 | gb|G0184726 .  (HESENCIEECHECHEERNERE CRE CEae e T e CEeAEICE

gi|17863952|gb|AF448049.

gi|17863948|gb|AF448047.

gi|17863956|gb|AF448051.

gi|10953981|gb|AF306429.

gi|54306270|gb|AY694159.

gi|10505258|gb|AF295033.

gi|50725016|dbj|AB161232. [@ITEEGCERNTTGCGCETCGANGTGGCTECHGAAARTGTCECGCTCCEC

gi|90567897:31379-32728 P

gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S

gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.

gi|270118907 |emb | FM882254

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1

gi|35396185|gb|AY367788.1

gi|1255665:3690-4271 Pseu

gb|AF252550.1]:772-2115 C

gi|310976243|gb|HQ380297.

gb|M23914.1| PSENDOABC:186

gb|AY887963.3|:16051-1740

HRRRRR

8460 8470 8480 8490 8500

T S e L I e I e
gi|2199557 |gb|AF004283.1]|
L S I LT LB Ml AT CCAAAGTAAAACACCCUAGT TTATCGARGTGATGGCCARGGAGGTG
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
T T TS L e Sl CATCCAAAGTAAAACACCCUACT TEATCGARGTGATGGCCARGGAGGTG
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| WATGGAAAGTAAAACACCCGAGTTTATCGAAGTGATGGCCAAGGAGGTG
gi|1255665|dbj|D84146.1|P WATGGAAAGTAAAACACCCGAGTTTATCGAAGTGATGGCCAAGGAGGTG
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254

RFRRRRR

CATGGAAGSARAACECCCOAGT T SATCGAAGTGATGGCCAAGGARGTG

GACACIETCCLGTTCTCGAGEAALGCAATGC TS AATEGGCATGATCE

8510 8520 8530 8540 8550
O e e e e e T

GGAGCHTCCGCTCTTTGGGCCGGATTCAACGTCCAIECGTCIGCCAATGT]

GGAGCRTCCGOSC T T TGEGCCGIATICAACGTCCARECGTCHGCCARTGT

GGAGCCTCCGCTCTTTGGGCCGGOTTCAAINGTCCAGATGTCRIGCCAAT
GGAGCCTCCGCTCTTTGGGCCG CTTC"TGTCCAGATGTCHGCCAAT

GGAGCCTCCGOeC et CEaCRea T ICAACG e CACSTGICE GCCARTGT

TCCAA (6/Cle¥ATINoGCIAGGATolexN TGC eanlecl
il
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

8560 8570 8580 8590 8600
e T S I I

GTTCCGGGAGGCIGCCTCGCTGGCSACICAAATTCAGGGSGAAACCATSC

GTTCC ‘GAGGCTGCCTCGCTGGCTACCCAAATTCAGGGTGAAACCATCQ
GTTCCGINGAAGCeGCRTCGCTGGCTACRCAAATTCAGGGEGAAACTATTC
GTTCCGINGAAGC] GCHTCGCTGGCTACHCAAATTCAGG GAAACTATTC

GTTCCGGGAAGCEGCCTCICTGGCOACECAAATICAINGGTGAAACCATTC]

THGETCEACETGCT T TCGGEAAGGTCTGCCCAT TTCTHACLGEEGCAA

8610 8620 8630 8640 8650
B e e e e e

CAACGGACAARGCI®GAAACGCTCTCAATGACKCTACGTCAGCCGGTCG g

CAACGGACAARGCE®GAAACGCTCTCAATGACIECTACGTCAGCCGGTCG g
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRrRRR

CGACKGACAAGINCTGACACGCTCTCAATGACGCTACGTCAGCCGGTCGGyS
CGACEGACAA ICTGACACGCTCTCAATGACGCTACGTCAGCCGGTCGGHY

CGACGGACAAGGCTGACACESCTETCEATGACGCTECGTCARNCCGGTCGGC]

GEcEdec AR T TIgeGE T TG TGCGAGG TG ACI T TCGATCTGT THGCES

8660 8670 8680 8690 8700
B o e e I I

CCGATCCTGAGCATCGTCCCATGGAACGGCACCGCAGTGCTGGCGGCACE
CCGATCCT"GCATCGTTCCATGGAACGGCACCGCAGTGCTTGCGGCACE

CCGATCCTGAGCATCGTGCCGTGGAACGGCACCGCAGTGCTGGCGGCACG
CCGATCCTGAGCATCGTGCCGTGGAACGGCACCGCAGTGCTGGCGGCACG

CCEAT CHTGAGRATCGTGCCATGGAACGGCACCGCAGTGCTSGCGROSCE

e EceciicrlcErcTETEcCTGATER\GAAGACAAGECETTTCTT

256



A.1: MSA for primer design

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

gi|2199557 | gb|AF004283.1|
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1

8710 8720 8730 8740 8750
e T S I I

AGCCATCGCeTATCCGCTGGTICT TGGCAACACGGTGGTGTTCAAAGGCE

AGCCATCGCTTATCCGCTGGICT TGGCAACACTGTGGTGTTCAAAGGCE
AGCCATCGCTTATCCGCTGGTCTGCGGCAACGCGGTGGTIRITTCAAAGGHY
‘GCCATCGCTTATCCGCTGGTCTGCGGCAACGCGGTGGTHTTCAAAG T

GCCATCGCETATCCGITGGTCTGCGGCAAIACOGTGGTGTTCAAAGGCHT

GCGTGCEAAAGLAABATCTCGAIEGACATGEEGETGClEChCEC TCEGH

8760 8770 8780 8790 8800
e e e T

CTGARTTTAGTCCCGCGACGCATGCCCTIGATCACCCAGTGCGT[®CAGGAR

CTGARTTTAGTCCCGCGACGCATGCCCTGATCACCCAGTGCGTGCAGGAR
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRERRRRR

CTGAGTTTAGTCCCGCGACGCATGCCCTGATCACCCAGEGCGTGCAGGAR
CTGAGTTTAGTCCCGCGACGCATGCCCIGATCACCCAGTGCGTGCAGGAR

8 A G T SA S CCC O ACGCA S GO TGAT RO AGTGCOTHCAGGAS

ClAGAddelele CeierVAC GuiCle CleTivC CLYEIAT CAIC e Glels CGlelbier-Yehe

8810 8820 8830 8840 8850
B e I I e

GCCGGGCTGCCCGCTGGCGTGCTCAACTATCTCAACTCCTCGCCTGACCE

GCCGGGCTGCCCGCTGGCGTGCTCAANTARCTCAACTCTTCGCCTGACCG
GCCGGGCTGCCHGCTGGCGTGCTCAACTATCTCAACTCTTCGCCTGACCG
GCCGGGCTGCCHGCTGGCGTGCTCAACTATCTCAACTCTTCGCCTGACCG

GCCGaSCTGCCCGCTGGCGTGCTCARSTATCT SAACT CRTCSCCRGACCE

CTETTEAAEAGATAGAEACCAACGTCALCCAGT TTGAGR{SEATATCGGE
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

8860 8870 8880 8890 8900
e e I

gi|2199557|gb|AF004283.1]|

P E L P PN G PR Y Bl w7 G CCGAGATCGCCGACGCACTGATCTCRGCEARGGAGATCCGECGCR

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

NP PLE LTI PN R LS S 7 C G CCCGAGATCGOHGACGCACTGATCTCHGCCARGGAGATCCGECGCA

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

Lt R ST LT ORei YP-N (kLT kM N I T T CGCCCGAGATCGCCGACGCACTGATCTCAGCCAAGGAGATCCGACGHA|

gi|1255665|dbj|D84146.1|P TTCGCCCGAGATCGCCGACGCACTGATCTCAGCCAAGGAGATCCGACGCE

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. Ci{eeeae T N {dedee \ TleleCei{e Vi Tie G TE TV A Vi e T(des)

gi|17863952|gb|AF448049.

gi|17863948|gb|AF448047.

gi|17863956|gb|AF448051.

gi|10953981|gb|AF306429.

gi|54306270|gb|AY694159.

gi|10505258|gb|AF295033.

gi|50725016|dbj|AB161232. CGAAGGECGECGEETTTTTTECEAEGGEAGAATRTIECTCTHTECETEGH

gi|90567897:31379-32728 P

gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S

gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.

gi|270118907 |emb | FM882254

gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1

gi|35396185|gb|AY367788.1

gi|1255665:3690-4271 Pseu

gb|AF252550.1]:772-2115 C

gi|310976243|gb|HQ380297.

gb|M23914.1| PSENDOABC: 186

gb|AY887963.3|:16051-1740

RFRRRRR

8910 8920 8930 8940 8950

e T S I I
gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 pyer.v.YelerNelelee T en (e{elelelele:feleleler (elor Vi Vieleleleler.(er.V.{elele(e:

gi|151384|gb|M83949.1|PSE
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

TCAACTTCACGGGITCCACCCGCGTGGGCAGCATTATCGCGCAGAARGCC

TCAACTTCACGGGCTCCACCCGCGTGGGCAGIBATTATCGCGCAGAAGGCC
TCAACTTCACGGGCTCCACCCGCGTIGGGCAGISATTATCGCGCAGAAGGCC

TCAACTTIACGGGCTCCACICGCGTGGGESGCAT®ATCGCECAGAAGCH

TCleleleleleCle Chiyele CleiNChNC CRIGiRT(eleleleleler\A Tleler\Clohii Glehi oA el eler Y

8960 8970 8980 8990 9000
B e e e I I e
GCGCAACACCTCAAGCGCTGCCT‘CTGGAGCTCGGCGGCAAGTCCCCGCE

GCGCAACACCTCAAGCGCTGCCTGCTGGAGCTCGGCGGCAAGTCCCCGCE
GCGCAACACCTCAAGCGCTGCCTGCTGGAGCTCGGTGGCAAGTCCCCrIC
GCGCAACACCTCAAGCGCTGCCTGCTGGAGCTCGGTGGCAAGTCCCCEC

GO CAR CARC T CAAGCGCTGORTGCTGGAGHTEGGTGGCAAGTCCCCGCT

cecTcReCTTCRTTETCGAAGEAEACACIYEAGECABAETTCCITGTTEAA
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |

9010 9020 9030 9040 9050
B e T I O I e

TATTGTTCTGGATGACGCARMACATIsGACGCGGCGGTCAAGGCAGCGGT E

TATTGTTCTGGATGATGCAGACATCGAINGCGGCGGTCAAGGCAGCGGT E
TATTGTTCTGGATGACGCGGACATCGACGCLGCINGTCAAGGCAGCGGT
TATTGTTCTGGATGATGCAGACATCGAINGCGGCGGTCAAGGCAGCGGT

e AT€GTTCTGGASGACGCGGACATCGACGCGGCGGTCAAGGCAGCGGTGT]

BrcAAGAAGEEGAT N C[MECCGGGEAGGAATTE

9060 9070 9080 9090 9100
B T e Y I e
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A.1: MSA for primer design

gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RRrRRR

TCGGTAGCTTCCTGTTCCAAGGTCAGATCTGCATGTCCACTGAGCGCTTE

TCGGTAGCTTCCTGTTCCAAGGTCAGATCTGCATGTCCACTGAGCGCTTG
TCGGTAGCTTCCTGETCCAAGGTCAGATCTGCATGTCCACTGAGCGCTTG
TCGGTAGCTTCCTGTTCCAAGGTCAGATCTGCATGTCCACTGAGCGCTTG

TRGGRAGHTTCCTGTTCCAAGGECAGATCTGCATGTCCACRGALCGCETG

9110 9120 9130 9140 9150
e T e e I I

GTGGTTGATGAGAAGATIGCCGACGAATTTGTCGCOAAGTTTGTCGAAAA

AECGTTGATGAGAAGAT‘GCCGACGAATTTGTCGC‘“‘TTTGTCG““

GG A GACAACAT S GOEGACGAATTIGTCCOSAACT TS CTCGAZAA

262



A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

9160 9170 9180 9190 9200

T S e I R e e e
gi|2199557 |gb|AF004283.1|
L S I LT LB Ml A C AR GCGC T TGAGC GREGGCGACCCGTGCGTARCTGGCGACTGCATCA
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
T TS e Ty e Sl A CTAAGCGC T TCAGCGCAGGCACCCGTGCGTARCTGGCGACTGCATCA
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| GGECIY e TiileYeeec e . Nelolen [eleler . V.Yel Jeleleler Yel Jelel.\ e
gi|1255665|dbj|D84146.1|P [NXGu.NNelolele i e} Yelolelor Xelelole.Xelelole eleley: v.V.el [elelele) Yok feler.V foi

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

911254028638 | gb|GQ184726.  TYECEIEAACHIEE B IEEEE EeEHERer e (RE S EREE oieT
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

9210 9220 9230 9240 9250
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A.1: MSA for primer design

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
gi|17863948|gb|AF448047.1
gi|17863956|gb|AF448051.1

TCGGCCCRATGGTCTCGCCAAATTCGG CGAGCGGATCAATGGTTTGTTE

TCGGCCCGATGGTCTCGCCAAATTCGG GAGCGGATCAATGGTTTGTT
TCGGCCCRATGGTCTCGCCAAATTCHGGOGAGCGGATCAATGGTTTGTTC
TCGGCCCGATGGTCTCGCCAAATTCGGGINGAGCGGATCAATGGTTTGTTC

G GHCCAT GO ST C OO EAN ST C GGG GRS COATCARTGOSSTGT TS

9260 9270 9280 9290 9300
e T S I I

E GACGCGATCGAJSAAR GGGGCCAAAGTTGTTTGCGGCGGCATGGCCC

AAAGACGCGATCGACAAAGGGGCK AAAGTTGTTTGCGGCGGCTGGCCC
AAeGACGCGATCGACAAAG IAGCCAEGAGTT ®eTGCGGCGGCATGGCCCA
AAR GACGCGATCGACAAAGGGGCHAAAGTTGTTTGCGGCGGCTGGCCC

A GG CSA T CGACAA S GGRGCCA S GG T ST GO GORGGATGGC A
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

9310 9320 9330 9340 9350
B e e I I e

GGTGCGGTCATGCCGGCCACGATCCTGGATCACGTEAAATCTGACATGC

AGGTGCG®TCATGCCGGCCACGATCCTGGATCACGTCAAATCTGACAT g
AGGTGCGGTCATGCCGGCCACGATCCTGGATCACGTCAAATCI®ACATGC)
AGGTGCGETCATGCCGGCCACGATCCTGGATCACGTCAAATCTGACATGC

GGTGCGGTCATGCCEGCCACGATCCTGGABCACGTEAGAEC®GACATGC
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A.1: MSA for primer design

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1

9360 9370 9380 9390 9400
B e T T T I e

GGATCTACGATGAGGAGACCTTTGGTCCCATCACHGTGGTEATCCGTTGC)

GGATWTACGATGAGGAGACCTTTGGTCCCATCACCGTGGTIATCCGTTGyS
GGATCTACGATGAGGAGACCTT@®GGTCCCATCACIGTGGT[eATCCGTT g
GGATWTACGATGAGGAGACCTTTGGTCCCATCACCGTGGTIATCCGTTGyS

AGATCTACGATGAGGARACCTTTGGTCCCATCACCGTGGTIATCCGETGC

9410 9420 9430 9440 9450
e T S I I e

AAAGGEGAAGCAGAGGCCATCCGCATTGCCAACGACAGCGTITATGGHINCT]

AAAGGCGAAGCAGAGGCC TCCGCATTGCCAACGACAGCGTCTATGGCCE
AeleGGCGAAGCAGAGGCCATHICGCATTGCCAECGACAGCGECTATGGCC
AAAGGCGAAGCAGAGGCCETCCGCATTGCCAACGACAGCGTCTATGGCC

AAEGGCGAAGCAGABGCCATCCGCATTGCCAAIGACAGCGECTASGGCCHT
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR

9460 9470 9480 9490 9500
O e T T e

GTCGTCGGGCGTTTTGGCCGCGACATCAACCGINGCTCTGC ‘GTGGGTE

GTCGTCGGGCGTATTTGGCCGCGACATCAACC CGCTCT‘CGCGTGGGTE
GTCGTCGGGCGTATTTGGCCGCGACATCAACCGINGCTINTGCGCGTGGGEA
GTCGTCGGGCGTATTTGGECGCGACATCAACC CGCTCTHCGCGTGGGTE

GTCITCGGGCGTETTTGGCCGEGACETEAACCGEGCTCTGCGCGTGGGEA
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRERRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

9510 9520 9530 9540 9550
B e e I I e

TGTCleATCGAATATGGTT[6GTACACATCAACG CTCGACCGTCCAG“Q

TGTCCATCGAATATGGTTCISGTACACATCAACG TTCGACCGTCCAG“Q

1R AT CAA T Ao G S TCSGT e CARATCAACGORTCRACCOTECAGAAC

9560 9570 9580 9590 9600
O e e e e

GAGGCGCAGGCTCCTTACGGAGGISACCAAGAACACCGGCTACGGGCGCTT]

GAGGCGCAGGCTCCTTACGGAGGCACCAAGAACACCGGCTACGGGCGCTT]
GAGGCGCAGGCTCCRITACGGAGGCACIHAAGAACACIGGCTACGGGCGCTT]
GAGGCGCAGGCTCCTTACGGAGGCACCAAGAACACCGGCTACGGGCGCTT]
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A.1: MSA for primer design

NPT NPT AR i el R-V- Y I I GA GGCGCAGGCECCT TAINGGOGGCACKAAGEMCACCGGITAIGG®CGCTT]

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

RFRRRRR

9610 9620 9630 9640 9650
B e L I I T e

gi|2199557|gb|AF004283.1|
A LA JE Ll R Al C GACGGCCGTGCRGT GETCGACGAGT TCACAGAGCTCAAGTGGCTGACCA
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1| CGACGGCCGTGCTGTGATCGAIGAGTTCACAGAGCTCAAGTGGCTGACCA
gi|1255665|dbj|D84146.1|P CGACGGCCGTGCTGTHATCGACGAGTTCACAGAGHTCAAGTGGCTGACCE
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
911254028638 | gb|G0184726.  [HE0TEEATECEECENE e e Y IS, A s T
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

CGACGGCCGTGCTGTRATCGACGAGTTCACAGA ‘TCAAGTGGCTGACCE

RFRRRRR
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.

9660 9670 9680 9690 9700
B e e I I e

T G AE O T CGAGCAGCAATATCCCTTCTGA NSO A SHE NAC N

TCGAACCTTTCGAGCAGCAATATCCCTTCTGATAAGCACTAACTCCOAGE]

TCGA[ECCTTTCGAGCAGCAETATCCCTTCTLIATAAGCACTAACTCCAIG
TCGAACCTTTCGAGCAGCAATATCCCTTCTGATAAGCACTAACTCCEAG

T GAACCETTCGARCAGCASTATCCCTTCT AN S CUACEAA N daA Gy

9710 9720 9730 9740 9750
B e o e I I

BrcaM\CGATGAGTANGCALGCTGCAGTATCGAGCTCGEATACATGIEEC

AATCAAACTATGAGTAAGCAAGCTGCAGTTAT®GAECTCGGATACATGG
AATCAAACTATGAGTAAGCAASCTGCAGT TATIGAC TCGGATACATGG
AATCAAACTATGAGTAAGCAAGCTGCAGTTATCGAECTCGGATACATGG
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. LGETIVYYeCIM e NECI VYIS VYT N ciNy T\ i n e X N {elele
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

9760 9770 9780 9790 9800
T e T I

gil2199557|gb|AF004283.1|

gil2189972|dbj|AB004059.1 ATCTCAETCALNGCEATETGATGCGTGEALNATCGTIIGCEATGARNTATGCT
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

R AL LI LS S Lt AT C TCGGTCAAGGACCCTGATGCGTGGARATCATTTGCCACGEATATGC
gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| CLUIIEEIF VYIS TR W Ide [l VNS ViiClldd .\ VN N les
gi|1255665|dbj|D84146.1|P T bekielelelfol.V.Nele! el (e-\ifelele) feler.V.V.N (o0 Uik fileleler Yele Gr Vv Lie
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. CLGTHEE G VY \T[declecAddeilea VY tleciiiledecee v \c b e
gi|17863952|gb|AF448049.
gil17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657
gi|10505258|gb|AF295033.1

RFRRRRR
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

9810 9820 9830 9840 9850
1 e I I
gi|2199557|gb|AF004283.1]|
gil2189972|dbj|AB004059.1 GEETCTGCANGTACTCGATGAGEETGAGALGEACEGTIFICTATCTGCGEA
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
IR PP FEVETAOR. YD\ ¢ P11 3 B B TG GiC TGCAAGT TCTTGATGAGGGTGAGAAGGACCGTTTCTATCTGCG
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|1255665|dbj|D84146.1|P neeTeelerVNeyd ohyierVier Yeleley (e Xer:V.\eler Yeloleh iy ehiv.\ {eh felele G
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
N PLT VTR RTe i lelo) K-V Y I T G GGeCTiICAAGT®CT®GATGAINGGTGACAAGGACCGETTCTATCTGCGH
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

9860 9870 9880 9890 9900
e P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 TGEATHACTGECACCATCGTTCGTAETI{SATCACGGCGEAGAGEACGAC

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

P N L SR 7 G AT TACT GG CATCATCGEATCGTRGTCCATCACAACGGACAGGACGA

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

L ER ST LIRS YPN (e LT kB N A T GGAT TACTGGCATCATCGAATCGTGGTCCATCAAECGGECAGGACGA

gi|1255665|dbj|D84146.1|P IMelerNivNehielele\e\idec: Y edei e (olof:\ (ol 10 VNelele ol eler Nele.

[ > |
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A.1: MSA for primer design

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

911254028638 |gb| Go184726,  THEEA]rHEEEICE A BN WEERES e W Yo e G e
gi|17863952|gb|AF4480409.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

9910 9920 9930 9940 9950
e e [ I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 THGEANTATETAECTCECCTCTAGCEGCECANGCEGEAGTICGRGCTET
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

N P E NP LT R 7 Al TA CC TG G CT GGG TG T CC GG EARECCGGAGTTCGARGCTC
gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| [SCHES AW ITesleeee G TEeeeA VAT e C
gi|1255665|dbj|D84146.1|P e GiyNdeinlcleleicleleley e iAGedeeCv\Gedele e b e C
gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. [SchTE@aiNeTifddeTi{deseesC Teae TCLlA e Al e TeAT
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254

RFRRRRR
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

9960 9970 9980 9990 10000
e T S I I

eGGGHAAAAGINSBATTGATGCCGGTTACAAGATCCGIGTCTGCGACAAR

TGGGTCAAAAGCTREN

T&GGTCAAAACTCATTGACGCCGGTTACEAINGTINCGCGTCTGCGAAAR|
TGGGTCAAAAGCTHATTGATGCCGGTTACAAGATCCGCATCTGCGACAAR

TGGGECAAAAGCTCREGACGCLGGETACARLGTCCECGTETGCGACAAA

10010 10020 10030 10040 10050
B e e e I I e

GTTGAGGCTCAGGAGCGTATGGIGTTGGGCCTGATGAAGACAGAAGATCC
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRrRRR

GCCGAGGCTCAGGAACGRHATGGTGTTGGGCCTGATGAAGACAGIAGATCC
GTTGAGGCTCAGGAGCGTATGGIGTITGGGICTGATGAAGACAGAAGATCC

GCCGARGCHCAGGAACGE®ATGGTGOTGGGCCTGATGAAGACEGAAGATCC

10060 10070 10080 10090 10100
B o e e I I

AGGCGGCAACCCGACCGAGATATTCTGGG CCCCGGATCGACATGAGCE

AGGCGGCAACCCGACCGAGATATTCTGGGGCCCCCGGATCGACATGAACH
GGGCGGCAACCCGACCGAGATATTCTGGGGCCCCCGGATCGACATGAGCE

GGGIGGCAACCCGACCGAGATIHTTCTGGGGCCCCGGATIGACOTGAACA
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 | gb|AF004283.1|
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1

10110 10120 10130 10140 10150

ETCCGTTCCATCCCGGCCGCCCTCTGCACGGCAAGTTTGTGACCGGTG‘E

ACCCGTTCCATCCCGGCCGCCCCCTGCACGGCAAGTTTGTGACTGGTGAC
ACCCGTTCCATCCCGGTCGCCCCCTGCACGGRAAGTTTGTGACCGGTGAC

ACCCITTCCABCCCGGTCGCCCCITGCACGGCAAGT T TGACTGETGAC

10160 10170 10180 10190 10200
T e e I I e

EE GGCTT‘GGTCATTGCATCGTTCGCCAAACCGACGTCGCTGCGGCCCE
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRERRRRR

CAAGGCCTGGGTCATTGCATCGTTCGCCAGACCGANGTCGAAGCHGCCCA
CAAGGCTTGGGCCATTGCATCGTTCGCCAAACCGACGTCGCA “GCTCE

CAAGGCCTGGaCCA ST AT T EC G AGASCGACCTEGAAGCOGCETS

10210 10220 10230 10240 10250
B e e T T I e

T"‘TTCTACAGCCTGCTGGGCTTCCGTGGGGACGTCGAATACCGCATTQ

CAAGTTCTATAGICTISCTGGGCTTECGTGGGGACGTCGAATACCGGAT(®C
TAAGTTWTATAGCCTGCTGGGCTTCCGTGGGGACGTCGAATACCGGATTC

CAAGTTCTACAGCCTGCTGGGCTTCCGTGGGAIGTCGA TACCGCCEEE
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

10260 10270 10280 10290 10300
O e e e e e I

CERTTGCCCAACGGCATGACTGCCGAACTGTICRTTCATGCATTGCAACGCC

CGETGCCCAACGGCATGACTGECGAACTLHACGTTCATGCATTGCAATGET
CGTTGCCCAACGGCATGACTGCCGAACTGICGTTCATGCATTGCAACGCC

CITTGCCCAACGGCATGACEGCIGASITGACGTTCATGCATTGCAATGCHT

10310 10320 10330 10340 10350
e T S I I

CGTGATCACTCCATTGCGTTTGGTIGCCATGCCTGCTGCCAAGCGGCTCAR
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

EECGATC‘TTCCATCGCTTTCGGTTC‘ATGCCTGC GCCAAGCGeCTCAR

10360 10370 10380 10390 10400
B e e e e

TCACCTGATGCTTGAGTACACCCATATGGAAGACTTGGGAT‘T‘CGCATE

TCAT) TGATGCTTGAGTACACCG”C‘TiG‘ GAT®TGGGATACACE®CATC
TCACWTGATGCTTGAGTACACCCATATGGAAGACTTGGGATACACGCACC

TCATCTGATGRTTGARNTACACIKCATATOGAAGATTTGGGINTACACIICACC
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |

10410

10420

10430

10440

10450
|

"CAGTTCGTGAAGAACGAAATTGACATCGCCTTGCAGCTTGGCATTC‘g

AACAGTTTGTAAAGAACGAGATTGACATTGCCTTGCAACTTGGCATTCAT,
AACAGTTTGTAAAGAACGAAATTGACATTGCCTTGCAGCTTGGCATTCAC

B LTS G AR A A A T GACAT TG CCT TG CANG GG AT SCAT

10460

10470

10480

10490

10500
-
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A.1: MSA for primer design

gi|2189972|dbj|AB004059.1 GCCAACGACAAGGCGTTGACGTTCTACGGCGCAACGCCTTCGGGCTGGC

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

AL S L LT PN kLT kPR W B G CisAA CGACAAGGCGCTGACGTTCTATGGCGCAACACCTTCCGGCTGGC

AR L T3 SR DL L S R U A B - I G CCAACGACAAGGCGTTGACGTTCTATGGRGCAACGCCTTCGGGCTGGC

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

ENPAEIPETEIE. Y [elet:-Th A S CCAACGANAAGGCGCTGCGTTCTACGGEGCAACACCTTCCGGCTGGCT]
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

RFRRRRR

10510 10520 10530 10540 10550
1 e I I

gi|2199557|gb|AF004283.1]|

AR LY PRSI SRPN-T LTI A TCGAGCCCGGCTGGCGAGGTGCIACGGCCATAGACGAAGCGGAGTATT
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

P ERE L WIS APVl kL L k B N I C AT T GAGCCCGGCTGGCGAGGTGCCARGGCCATAGACGAAGCGGAGTAT
gi|1255665|dbj|D84146.1|P [@VieNedddeclclsclclele Nele)(cloo.lolcleieler. Ny VeV Neloleler ey Uiy
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. G AeTiecilelcleerNeleclds clecidde N Tleci{e VTl ATy
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RRrRRR
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

10560 10570 10580 10590 10600
R O R IO IOUAR IO IO IO I

gi|2199557|gb|AF004283.1 |

T Ty LT e Mla C T CGGCGACATCTTCOGCCATGGCETCCACGONECTGGATATGGCCTG
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gil4104750|gb|AF039533.1| TG XIS iL{eda N N Ider e e el fele civCileleelie
gi|1255665|dbj|D84146.1|P [Yle{eleleleler o)\ e} ki feleleleler.\: [eleleler i Gle) Nelelolor Yok fefer-\ ). Nifelelelel e

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

911254028638 | gb|GQ184726 .  TEEHISEEEE Y HEEE (@) e e e e e e A T
gi|17863952|gb|AF4480409.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRRRRR

10610 10620 10630 10640 10650
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A.1: MSA for primer design

R S AR VR VSRR (VO (SN B
gi|2199557 |gb|AF004283.1 |

gi|2189972|dbj|AB004059.1 [ENei VYNNI N vV VN \GCEATTATGEeACTREde T TH{SIGARGT
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| [(SWETVVRTIEXEITVVVIC q GGCT[ETE
gi|1255665|dbj|D84146.1|P [gNievVVv\G (el elev VG GCGET| GTCE
gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726. [ECELCEVETINTETG

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

10660 10670 10680 10690 10700
T O [ R I

gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 [EyT/eEfecHTHCTARACINISGCIY AN IATA A ARANGTGGGAA TR

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| GCGHTGGEGYYY TTATGEH CAGTINATTH

gi|1255665|dbj|D84146.1|P A CTHCATACGCARC@.Y\CC GGGC TCAEEG AcG

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.1

gi|17863948|gb|AF448047.1

gi|17863956|gb|AF448051.1

283



A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

10710 10720 10730 10740 10750

T e [ I
gi|2199557|gb|AF004283.1]|
gi|2189972|dbj|AB004059.1 ARTHATEEGAAAANIAACERITRTTHACATGEE Tl i TETI{eC
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1| [TCCCGATHTTECTCCGETHCARCCHEACATEGG : TFy
gi|1255665|dbj|D84146.1|P AleleGANeleGleAAehy CGGGCTGCGEATARCEATECLITGA,
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR
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A.1: MSA for primer design

10760 10770 10780 10790 10800

e T e
gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 [elccAlcGcAlecECCEANEANiCACCTTGGACEACEGEEITCIEGCALG
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| GGATCGTGECEAN TSN ViGC TAECCHTS: GAIECHGAT
gi|1255665|dbj|D84146.1|P [TGTTTEATAGHATAT,IEETAEMAGGT] A2 a CAECEA
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRrRRRR

10810 10820 10830 10840 10850
e e I I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 AGEARTRTTEEITIEEATACLAdeCcCAN GG HiGGGLCEeCiYeCE

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| CAl{eCATGGEGCCCAET\CTGCAAETIST[ETG, ceXgecicTle

gi|1255665|dbj|D84146.1|P GTGELCLICAT Cle AT GG T A e THCVARCT AN TCALY;

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.1

285



A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR

10
A

860 10870

10880

10890 10900
[ R

HEHcCCeagABeAAGCCCRORCOCRACCIR T EERE CHE AT TCE

EEE

CGTTAE

TAAATA

TATIREATIATCCG
GE@EEEAEAEAET

2WVeCTGTTCCT

Bcarmam

TIVAAC GTl;
NXIEA T THGTETIGTE
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

10
N

910 109

20

10930 10940

10950
|

N ST & AT AN CEA S A S oA C G T GA TR GRS

10
R

960 109

70

10980 10990

GGHGANTGGGCTE AGIEcCTARGETACGETARETC c
TANCCTATICTGTHT AleCHleCIYCAIGGE GA

GTAAR

cETTG

11000
|
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THGEAGT
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A.1: MSA for primer design

gi| 254028638 |gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

11060 11070 11080 11090 11100
S R N AR PR AR (VAR IR PN I

gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 TCECRGCHTTIEGGCCCETIEGITEC{eACAINSCENEI\GEIGIICAATTEC
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| CGEGTET cEca CEARGGTGIET] TATTAQIGCCAACG
gi|1255665|dbj|D84146.1|P GCG@TABATTCG GGeTACGeCcARCARCE CCAGTGE A
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

11110 11120 11130 11140 11150

e e
gi|2199557|gb|AF004283.1]|
gi|2189972|dbj|AB004059.1 AlfeccrtTTESArECARGCgeTAMrcTAN I TCATT[dEAECEGA
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1| cecETiicrce GCTHC TGGC&WCA@T@@ET
gi|1255665|dbj|D84146.1|P TGTASGTGCGATTGHCE IECGCHIACANCIAAAEieRICGelddleCrYe]
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1(:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

RFRRRRR

11160

11170 11180
S e

11190

11200
[ oo

CACGCTTeleTCeCleCleCeleTeleaGiRNeleTeleCCLAWMTGICGTEAGT(®

ek

rECEAT

GTATC|

CGGCHEGTEACG
TTACGCTC]

290



A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

11210 11220 11230 11240 11250
1 e I I

gi|2199557|gb|AF004283.1|

gil2189972|dbj|AB004059.1 [ECiVY&GGT TCGHCAENTHGARATTCGEAATATACCIELAAAECIENC
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1]| ATT GTAIG TTHGESGAETECGETAC GGEEG
gi|1255665|dbj|D84146.1|P TT VXSG TGAACIATAACEIICCCCEETTT CCGThCEC] cir
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

11260 11270 11280 11290 11300
e P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 [EcibiciNdeTiN TN cGeeACAES GECHAN A A e T ACIeT TR
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1]| A VACGT{EACTAING TigClel T C%CETTCT GCleT
gi|1255665|dbj|D84146.1|P AGGHGCEEGAGTCLYAT c T TG AGT ClJeleR\CECTAATC
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

11310 11320 11330 11340 11350
e e [ I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 CEINEGANAACIYCCRTECEATRGGACCREAATTTTGTCECCHETTH

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| THATT C GGC GTEAT

gi|1255665|dbj|D84146.1|P TAARARKC CGAC CTACATGT

gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.

gi|17863948|gb|AF448047.

gi|17863956|gb|AF448051.

gi|10953981|gb|AF306429.

gi|54306270|gb|AY694159.

gi|10505258|gb|AF295033.

gi|50725016|dbj|AB161232.

gi|90567897:31379-32728 P

gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S

gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.

gi|270118907 |emb | FM882254

RFRRRRR
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

11360 11370 11380 11390 11400
e I I

gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 TI¥YecETCHCTANCHATETALNCTECAAAGGEA T T THE i EiGAAALNY

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1]| Aﬂé’: GAGT%EATET GEECCAEGGEACC‘ c CGG%

gi|1255665|dbj|D84146.1|P GCCEATAIIGACGIETIARCGTGET TGET TCEITAGCANTGAIATCCGELY,

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.

gi|17863948|gb|AF448047.

gi|17863956|gb|AF448051.

gi|10953981|gb|AF306429.

gi|54306270|gb|AY694159.

gi|10505258|gb|AF295033.

gi|50725016|dbj|AB161232.

gi|90567897:31379-32728 P

gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S

gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.

gi|270118907 |emb|FM882254

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1

gi|35396185|gb|AY367788.1

gi|1255665:3690-4271 Pseu

gb|AF252550.1|:772-2115 C

gi|310976243|gb|HQ380297.

gb|M23914.1| PSENDOABC:186

gb|AY887963.3|:16051-1740

RFRRRRR

11410 11420 11430 11440 11450
T P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 AAGTAAAACCGCEETRTTRCECETEAEARANSARNTGGTECCTEGAC
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

293



A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRrRRR

11460 11470

(®CACY

c ci\GTTCTATCETGE
Gaerric GGCCACAEGA CTH

11480 11490 11500
P N R I

e e ST COAC G C TS T T CRGAT TS CeASGACT

e

GGTAC ch AT CIRACGEEG
ACTRT GAC CAT| c C C GC
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

11510 11520 11530 11540 11550
e e I

gi|2199557|gb|AF004283.1]|
gil2189972|dbj|AB004059.1 KciXiGilEc A NecAG S lecHecEANAGH TEAN G e T TleCT
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1| E¥\GEcThCIV Y] ccicGec&FiCTG A TCCAAA
gi|1255665|dbj|D84146.1|P CLYTHCHETEAINTCT Gy TRAAET T®T TIATCHATETALCEGCAREGG
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

RRRRRR

11560 11570 11580 11590 11600
P I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 GCEGGTGTCAAMEGTTHTTGLGHATGGGTACETHTIEG G TEdecic

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| ATCCGE: TiNAciGecRaTRTCT | TleleTTlenTT
gi|1255665|dbj|D84146.1|P TGuTTCE.T, 'TAAAAT?EEGEAAAC TeGCGTCHTLCHeleCGALG
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRrRRRR

11610 11620 11630 11640 11650
1 (P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 [ENTGACCTEEGAEAEANACGHGITATGHT TEGARGCET TETHEGACHA

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| [ci\cErcAAATT/deCACCEANCATCCGETI{ECT T[eACT TG

gi|1255665|dbj|D84146.1|P A CLYXeGGeeleleli GEA ChLA GCeC CieTC CETGAT

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.

gi|17863948|gb|AF448047.

gi|17863956|gb|AF448051.

gi|10953981|gb|AF306429.

gi|54306270|gb|AY694159.

gi|10505258|gb|AF295033.

gi|50725016|dbj|AB161232.

gi|90567897:31379-32728 P

gb|AF036940.2|:5464-6807

HRrRRRR
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

11660 11670 11680 11690 11700
O e e e e e I
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| [YecldeercCATETGC CcGEcTACCGCEATC] TGCGGLYJECAGT
gi|1255665|dbj|D84146.1|P IYETTEARNGAGCTGETT, CTGETGICAACGGTAIRICTAAGT,LINIEGTA
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

11760 11770 11780 11790 11800
T A A I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 [EARGETAddIeCcCATGTEGET TAAENIGGECCTGCECAMIGCGGTHE
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| GG - 3 T CAEGGCCHAAGES eTeCle
gi|1255665|dbj|D84146.1|P [STIRTGET] CAdeT| CT| GGATGAAAAEEGT ATHAGTE
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
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A.1: MSA for primer design

gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RRrRRR
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

11960 11970 11980 11990 12000
O O (P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 [ATGCTHGXETTCEARCTGARATIEGECCTEVCAT/ECECE TECTI{geR
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| ARGACTABATTGCT/EgeGECCiEAAIeACECIYAGCTTEGGCHECARTG
gi|1255665|dbj|D84146.1|P [E\CCTGCCTIYSAGCEET TEAGIEICIAINIETEATGTTGEAEALGHEGIABC

gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR
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A.1: MSA for primer design

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 [F\cErcc G AT TRCECGGCEGCIGEA T TCECGLGCECART
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| [RTECTARATE 'GEAaTTG AGTAGT( TEGATT GG
gi|1255665|dbj|D84146.1|P AGAEGCTGECLT| \rrri\ccEcrYecEccallGeaT T Al Ti{eGACT
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

RFRRRRR

12060 12070 12080 12090 12100
e I I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 [GEchTEIlEeT ¥ ec[decGCCATETGEGECCCGCETARCECIE TCldeGH

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| G G@A@AC T NeCEARTTE NG ATAT TINEAINTAAT|

gil|1255665|dbj|D84146.1|P [CECHCGCCCLTTCT TGiSCAL AN T[EC AcTEAC

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.1

gi|17863948|gb|AF448047.1

gi|17863956|gb|AF448051.1
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

12110 12120 12130 12140 12150
T (P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 TGCGTEATGAAGTEG NI lceCArEAETACCEETGLCTCELTCAAGCHS

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| ATTTCTEGCGCTACTLET GTEcchGHCECEAATTTAGCTARNGA

gi|1255665|dbj|D84146.1|P GCG TCTAGECET] T TTEEC CTGAELCTGGC

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.

gi|17863948|gb|AF448047.

gi|17863956|gb|AF448051.

gi|10953981|gb|AF306429.

gi|54306270|gb|AY694159.

gi|10505258|gb|AF295033.

gi|50725016|dbj|AB161232.

gi|90567897:31379-32728 P

gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S

gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.

gi|270118907 | emb | FM882254

gb|HM204990.1| :4076-4657

gi|10505258|gb|AF295033.1

gi|35396185|gb|AY367788.1

gi|1255665:3690-4271 Pseu

gb|AF252550.1]:772-2115 C

gi|310976243|gb|HQ380297.

gb|M23914.1| PSENDOABC:186

gb|AY887963.3]:16051-1740

HRRRRR
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A.1: MSA for primer design

12160 12170 12180 12190 12200
e [ I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 ANcccAlgTecGNiGALATEETGCRGCCCTIEGACETTGTH THIgeG
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1]| TGETAGIH&{ECEG euNeINGAIGINC A ele CigiNA A
gi|1255665|dbj|D84146.1|P TCCGCTTECHTECEC ATIEASTAINTACGCEECCGC E
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRrRRRR

12210 12220 12230 12240 12250
e I I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 [eGCEACTTTTECAGTTETCEAAGHATAATTCGEeCHTCRARAEGCE
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| CATATCAE CGAR GCCATCCTEGATGS AC
gi|1255665|dbj|D84146.1|P pCLYTecenGHecIT! CGTTCT{leiiCLIAGCIIEGGCCRTGTEGGH
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.1

304



A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

12260 12270 12280 12290 12300
T A A I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 GGRTCEeEcGGChGGHTEGCHCAReCcTEECcCCTGCCETeciHcCCTE
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1]| AcTETTeTTGGRT T TR TEEAGTE TTGAT TETGATI{E T TGET
gi|1255665|dbj|D84146.1|P GGCTiYeCecc GTEGCGIGACG GGTGCGEEC GCEQ
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

12310 12320 12330

12340

12350
|

anrcTgeTCeacEEAT TR ECECCECCRCARATATEA GERIACHC

TTCIVAITHC] TTTTTGAgE%CTT TCHTACHTEGCHAACCATCIEST
CGGH{GAC ci¥YecccaaGEcAICTCCGMGATINGEGT] CG

12360 12370 12380

12390

12400
|

EECRECECCaCRCEEEEEATA TG CEAAAEAT AN T GEECRCC
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A.1: MSA for primer design

gi| 254028638 |gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2]|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR
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12440 12450
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.

12460 12470 12480 12490 12500
B e e e I I e

TRAGHERGTHAGRGTTCRT T TR THGIeCEAeccGC TRGATCAGCARR

ANVCTGALYYeICA TGCCT. TGETGGANTIVY; GC
CC™{eCCGHICEGCCSFICAABC MG T TECAEANGACHEICCT TG

12510 12520 12530 12540 12550
B e T I e I e

crri¥ecTeATCcTRGCE TRk CEA A A TSGRV AGC TGN TTAGGA

GAGCTGTLYSGEAT TRCCGIE T T TR ThiC] CEVATIACEY, Gccmc
CiYeARAT GCAEE GGCCGC CGCiy AL TABAGTLYT
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1(:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3|:16051-1740

HRRRRR

12560 12570 12580 12590 12600
e e I I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 ATGCEECRTANA ST\ eACEGTARGA TEEGGTETECCE T TGH
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1]| AT GAR Gy TSI T TARTCGGGIECHEANACECAGACIIEeTECH
gi|1255665|dbj|D84146.1|P AThY TiXeT T NeCTRCGEAGEC GTE\caleceTcleC c
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1

RFRRRRR
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

12610 12620 12630 12640 12650
1 e I I

gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 [RGAACELCACEGCIINEIGCGCCEACHICTCTTCTTC/EAGH{ET THGETTG

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| pACETEANASYET NGV ATGCING N TGGEGGGHAE T AINAGCETET

gi|1255665|dbj|D84146.1|P GCTEAEGGHGEY 'TEGT C CACITTTCTI{ECGC o

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.

gi|17863948|gb|AF448047.

gi|17863956|gb|AF448051.

gi|10953981|gb|AF306429.

gi|54306270|gb|AY694159.

gi|10505258|gb|AF295033.

gi|50725016|dbj|AB161232.

gi|90567897:31379-32728 P

gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S

gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.

gi|270118907 |emb|FM882254

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1

gi|35396185|gb|AY367788.1

gi|1255665:3690-4271 Pseu

gb|AF252550.1]:772-2115 C

gi|310976243|gb|HQ380297.

gb|M23914.1| PSENDOABC:186

gb|AY887963.3|:16051-1740

HRRRRR

12660 12670 12680 12690 12700
O (P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 TGATTGTCEATHTEETTIEGETHTEETEAETECGiEfeTClTLCIE{dEds
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| Cic] GAEAEC TGCC&Y; TCHAGGGHGGGALCESG
gi|1255665|dbj|D84146.1|P TECCL\GAT AAGEHTIGC TeCAGT Ay fec]
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

12710 12720 12730 12740 12750
e [ I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 ARTEAGCETHTETCAR GCTTEecARGATEATEGCET T CCcGTGTTA
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| CTGETTHCGAGEAGTTTCEC GCGACEETGCAA AN TGCGTATGAT
gi|1255665|dbj|D84146.1|P GLAAGC TCAGGLIAIAC TN YYeGCAETG®,\CCATACGACGG
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254

RFRRRRR
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

12760 12770 12780 12790 12800
T O [ R I

gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 THAMeCEATE TiidedecCEcTEAN Y Aec biCEcTANSG TR GEC
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| GeclecBATCEN e TIVAAGTARTC TIXSCAACEAT
gi|1255665|dbj|D84146.1|P B GIGLUWGAACGAFRRTHY Tlei{€CCGACHTCHG
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

12810 12820 12830 12840 12850
e P I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 CARCHAATCGCGAETTGGAAETAAAATTGGACHATIFIGALGITIGALEITE
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRrRRR
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 | gb|AF004283.1|
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

13060 13070 13080 13090 13100
O e e e e e I
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
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A.1: MSA for primer design

gi|2189972|dbj|AB004059.1 [AGTAETHHEATCTGRTCETTRT TS TCGATENETRGETTICANEATCA

gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1 |
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRERRRRR
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A.1: MSA for primer design

T ACVA TR T CAET(eCloieloiyGC TSN SINCIIGGE TH e Al T ey

N I | I I
gi|2199557|gb|AF004283.1]|
gi|2189972|dbj|AB004059.1 GTHTEELE)
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1| TG T s Clen "‘CA“‘TTéﬂTGCGC GAACAIATGARTA
gi|1255665|dbj|D84146.1|P CC AIATAETCESTACEleAleGCTh clecynidrcee
gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

13460 13470 13480 13490 13500
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gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 [GlcGGCGCCEAARTRTCEY N TcifeGeahTleACCi{eAEcAEYEARARGG
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| ARANANCAAATIEVACTARTE A GGATGETETG Gecid
gi|1255665|dbj|D84146.1|P [GITLTAGTE TG CGE T T GCLCGATACAGCEC TIFICAAL
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.1

gi|17863948|gb|AF448047.1

gi|17863956|gb|AF448051.1
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

13510 13520 13530 13540 13550
T (P I

gi|2199557|gb|AF004283.1]|

gil2189972|dbj|AB004059.1 GHGTIEATGATEES NiCCRTEGICINEEGCA{eACGCCANGETECTTCAY
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| TGTEEETC cc leCAeleTAcle TTT CGCC GA
gi|1255665|dbj|D84146.1|P ACLGCGGETACTGLAGT JaRlAAT ©XWA C TN CLIGE WA TeC]
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1| :4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRRRRR
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A.1: MSA for primer design

13560 13570 13580 13590 13600

e T e
gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 [rcgNercriitifdiccrcTelcecuagenrnTleTcACGASECAGATEL
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| [C [GAATCA eINCGAHNAT THCISNACETINT TClele C'Xo{ele GGA
gi|1255665|dbj|D84146.1|P RBGTECEICACLAAGTIRTACETGT TCCLYeC CEAGTTT(E E
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRrRRRR

13610 13620 13630 13640 13650
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gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1 THgecYderEcEdec Y \cCcTAGTEGHGE THCEcEETTTCTARGIEET C

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| CEE@%T%EECC ngﬁzggﬂﬂc TCT%%AT

gi|1255665|dbj|D84146.1|P ATEGINEeTEACTHEeTIVGOGACHAGCG C ‘AEAAG ch

gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.1
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

13710 13720 13730 13740 13750
B e e e I I e

aaTETGCGAETEACINEiGECCCATR TAIME T T e TR TS fe T AGH

TCARCAGHIGCGECGT ipleGCOAAGHeGC e TEleTG
GTGTGT cTECGG cy cGEAGCeGTACHeleCH
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A.1: MSA for primer design

gi| 254028638 |gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

RFRRRRR

13810 13820 13830 13840 13850
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gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 [§GGAATCEETGCECTGGCCE\CIECHEATEALACA e eARATNEIA
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1]| %CCEMT%TEECZETE%CEGC%C
gi|1255665|dbj|D84146.1|P ALTG CARRGCLAECETTARCE TI{SGGTGC&T
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR
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A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1(:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3|:16051-1740

HRRRRR

13960 13970 13980 13990 14000
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gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 ATEGCTACECHCCIMTEECHChGCHEA ST eGC TEARACCHGEE
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| T CGECGCARIC pNTole T[&GCCAYY AT ThGRCEACET
gi|1255665|dbj|D84146.1|P CCG:\ACHEANTGGie\CiC | XeCGCuTE\TGE
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1

RFRRRRR
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

14160 14170 14180 14190 14200
e e ) I I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 ALGHCTHATGGEATAMEGAGGEE\CACCGECCTEE\GHETCECGGA e
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1| TCTHG GCINGGETCA e CAIINCCAIGGINECC®
gi|1255665|dbj|D84146.1|P GLCCTCGYECCAGEECGETCIMETGGT WeClHATHICGAWGECACEG)
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1|:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

RFRRRRR

14210 14220 14230 14240 14250
T e [ I

gi|2199557|gb|AF004283.1]|

gi|2189972|dbj|AB004059.1 CTATCECAG TEHeCTCINTEANGCAGAL e CGHTCETCGELGEETTAT
gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRrRRR

ceflcacleccee CleleCle.\GAT:\eCC
T T(e T, GTle[eT®T

14260 14270 14280

r16AAGT SRR CREEREEE G TAGEGCTCOEEAC

erbje Clele GC Cr TEeTTT CAr
GAT G CT)| C GCleGT:

TGTGACLICHE\G
CEAEETC cC

14290 14300
P

TcEcGACCENeTC

CGGAAGTTGAGAR

GT@TCCGCEEECE
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 | gb|AF004283.1|
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1

14310
[....

14320
[....

14330
[....

14340 14350
[

BT EEEANERECC g BA T rEE TecECABACEE HEC T TECEEATEG

paeleseledyT T G CGeTC| TT C
peleCleledy CC CT)| (®CCK

14360

14370

14380

CCGGEAAACTEECGE
R

14390 14400
[

& ESEECEA B TECRE AT TGCCAS A TEREEAT AN ESE T
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRrRRRR

TECGT. cTTCET GC
CCGlY SCT(e

CAGGC

14410 144

20

EANCEeTGIIGCle
TCCGEC] T

14430 14440 14450
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CAEETT

Cr JATC T TAjve
VACAC] TCTT] Gi
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE

14460 14470 14480 14490 14500
O e e e e e I

AT[EeGAEAGCCEGIEGATEGHGATGALCEGCHETAecGCTGTHCTCE

e GGYeGGCEAUGITHICECT T AATATGESTCIEARC CAATC
GGTEETETERLT TIeGThCA[leCiCTIEC GRS TTGCERGCAE

14510 14520 14530 14540 14550
O e e e e e T

PRCCCALMICAACGCECLICIERCRERCCALIEECGGTCAALIGEE I CIEty
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A.1: MSA for primer design

gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.

HRRRRR

M TTR&C CACC
CCAGETE Xecarter

14560 14570

GCRGGCEEREAG

EAICCAINe

C

EGGTGCT

14580

14590

ci¥G CTeeTT
crEc@\cc@-YeCcGAGGeGA

14600
-

T CigsGCGCTTGCCAGCGTACTCGGCGTICGGCGAAGGTCATCT
TleC @CAGATCACCACGGCATCGCCCGCTCGAACATGGGCTAGCAR
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A.1: MSA for primer design

gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557|gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |

14610

14620

14630

14640

14650
-

GCTTCATCGGAAACTCGGGTGGGTGGAGAGTICTGGGCATTTTGCCAAATC
CTTGTCCAACTCCGGCCGCGCGCTTTTTGCGCCGCTGGCGATGTCTTGAT

14660

14670

14680

14690

14700
-
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A.1: MSA for primer design

gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.

RRrRRR

AGGAAATCTTCTTCAGAGTTCCTTAATGCTGCGATCTTGGGTATGCTCAR
AGATGCGTTCGCACCCGGCCTGTTTCAGGGCATCGACCTGGAGGTCGGCG

14710 14720 14730 14740 14750
B S S T T I T I e

GCCCAGCGGTATCAAGGCC|
TTCTAATCCCGAGTGCTCACCCGCGTATAACCGATCTTCATAAAAAGT‘g
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A.1: MSA for primer design

gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

14760 14770 14780 14790 14800
N T L IO IR IR IV IV ISR B

gi|2199557|gb|AF004283.1 |

gi|2189972|dbj|AB004059.1

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi 11255665 | db3 [D84146.1| P
gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841 |gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

HRRRRR

14810 14820 14830 14840 14850
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A.1: MSA for primer design

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
gi|17863948|gb|AF448047.1
gi|17863956|gb|AF448051.1

TTATTTGAACCCTAGCGCAGGTGTAAGCGTCCAGCCGCCCCACCTCTACE

14860 14870 14880 14890 14900
O e e e e e T

CAGCTTGATGAACCGAGGGGCAGTAGTTCATCAATCCGGCTGTTAGGGAR
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A.1: MSA for primer design

gi|10953981|gb|AF306429.1
gi|54306270|gb|AY694159.1
gi|10505258|gb|AF295033.1
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

14910 14920 14930 14940 14950
L e e I I e

ACTCTGAAGAAGACTTCCTGATTTTGGCAAAATGCCCGGATTTCACCC g
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A.1: MSA for primer design

14960 14970 14980 14990 15000
R L IR IO IR IR IV IR B

gi|2199557 |gb|AF004283.1 |

gi|2189972|dbj|AB004059.1

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

T S [T Ly LR AL CGAGT T T I CCAAT GARGCAGAT GACCTTCCTCGACGCCGAGTATGCCGRT
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb|HM204990.1:4076-4657
gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRrRRRR

15010 15020 15030 15040 15050
SO O e O e e I R I
gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
e T YO LI U LIl . cCGCARACAGACCCGCARAGAGCTGTTCCTGATCGAGATGGATCGGT
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.1
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A.1: MSA for primer design

gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RRRRR

15060 15070 15080 15090 15100
N T L IO IO IR IV IV RN B

gi|2199557 | gb|AF004283.1 |

gi|2189972|dbj|AB004059.1

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.

RRRRRR
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A.1: MSA for primer design

gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.

15110 15120 15130 15140 15150
L e e T I

GTGAGGGTGGCCCGCCAGCCTATCCACTGACGGCAATGCTGCGGGTTC‘E

15160 15170 15180 15190 15200
O e e e e

CTGATGCATAAGTGGTTCGGCTACAGCGACCCGGCGATGGAGGAAGCGCE
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A.1: MSA for primer design

gi| 254028638 |gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2]|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]:16051-1740

RFRRRRR

gi|2199557|gb|AF004283.1|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu

RFRRRRR

15210 15220 15230 15240 15250
O e e e e e T

GTACGAGACGACCATCCTGCGCCAGTTTGCCGGGTTGAGCCTGGAGCGCE

345



A.1: MSA for primer design

gb|AF252550.1] :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.

15260 15270 15280 15290 15300
B e e e I I e

TTCCGGACTAAACCACCATCCCCAACTTCCGCCGGCTGCTGGAGAAAC‘g

15310 15320 15330 15340 15350
B e o e I I

GAACTACCTACCGGCATCATGTTTGCTGAATTTTCGCCTTTGGCTTTG‘g
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A.1: MSA for primer design

gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1(:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| : 772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC : 186
gb|AY887963.3|:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1

RFRRRRR

15360 15370 15380 15390 15400
B T S e T I

TGCGGCATTCAACCGATACAGGTGTGGCATGACACGCCAAAGAAATC"g
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A.1: MSA for primer design

gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1 | PSENDOABC: 186
gb|AY887963.3|:16051-1740

15410 15420 15430 15440 15450
R S AR PR VAR [V (SN B

gi|2199557 |gb|AF004283.1 |

gi|2189972|dbj|AB004059.1

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.

gi|300391841 |gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657
gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

HRRRRR

15460 15470 15480 15490 15500
T L IO IO IR IV VRN ISR B
gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|

gi|1255665|dbj|D84146.1|P [(eleeiy.(ele.{ele).V.v.v.V:\eleler-{ele).Vifeleleleiv-(elelefe) Vv {eleleloleleleleleloleles: E
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A.1: MSA for primer design

gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]|:16051-1740

HRERRRRR

15510 15520 15530 15540 15550
R [ A (R IV AR IR

gi|2199557 |gb|AF004283.1 |

gi|2189972|dbj |AB004059.1

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

e S T Y eV I U E T CTCC T T CCGTCCAAGAGT GTCAAAGGATATTGGACTAATGCAGCAT
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 | gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2| :5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254

RFRRRRR
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A.1: MSA for primer design

gb|HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj |AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb | HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1|:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

gi|2199557 | gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.

15560

15570

15580

15590

15600
-

GCCTCGACCACATGGCCGTGGTCCGTTCATCTGTTGGCCATACGTCTATE

15610

15620

15630

15640

15650
-
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A.1: MSA for primer design

gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRRRR

gi|2199557 |gb|AF004283.1]|
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

HRRrRRR

GAATCGGACGCGGGCGGCGACGACCTCGGGTTGTTGGCGTTCGGCCCA! E

15660 15670 15680 15690 15700
B o e e I I

CGATGAGCTCAGTCAGGGACGGCATCAGCGAAGTCCCGAGCGGGGTGA! g
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A.1: MSA for primer design

gi|300391841|gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1]:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914 .1 | PSENDOABC:186
gb|AY887963.3]|:16051-1740

15710 15720 15730 15740 15750
S [ A (PR IV AR IR

gi|2199557 | gb|AF004283.1|

gi|2189972|dbj |AB004059.1

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1

gi|151392|gb|M23914.1|PSE

gi|304367818|gb|HM623873.

gi|4104750|gb|AF039533.1|

9311255665 |db |DB4146.1 ]
gi|300676625|gb|HM368649.

gi|300391841|gb|HM204990.

gi|28630836|gb|AY196828.1

gi|310976243|gb|HQ380297.

gi|254028638|gb|GQ184726.

gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 | gb|AF295033.
gi|50725016|dbj |AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807
gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549
gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657
gi|10505258 |gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1| :772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC: 186
gb|AY887963.3|:16051-1740

RRRRRR

15760 15770 15780 15790 15800
R A [ IO [N IR A I

gi|2199557|gb|AF004283.1|

gi|2189972|dbj|AB004059.1

gi|151384|gb|M83949.1|PSE

gi|1224113|gb|U49496.1|PS

gi|22252960|gb|AY125981.1
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A.1: MSA for primer design

gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1]|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841|gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258|gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 | emb | FM882254
gb |HM204990.1|:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

HRRrRRRR

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

HRrRRRR

TCCGTCGCGTTCGAGGTGACGCAGCGICTICGGTCAGCATCCGGCGCGAAR

15810 15820 15830 15840 15850
B e e e I I

TGTCGGGCACGGCGCGGGCCAGCGCATTGAATCGTTGCGGACCCTGCG‘g
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A.1: MSA for primer design

gi|94481127:11706-13037 S
gb|EU910094.1]:1191-2549

gi|300391841|gb|HM204990.
gi|270118907 |emb | FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1]:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3]:16051-1740

gi|2199557 |gb|AF004283.1 |
gi|2189972|dbj|AB004059.1
gi|151384|gb|M83949.1|PSE
gi|1224113|gb|U49496.1|PS
gi|22252960|gb|AY125981.1
gi|151392|gb|M23914.1|PSE
gi|304367818|gb|HM623873.
gi|4104750|gb|AF039533.1|
gi|1255665|dbj|D84146.1|P
gi|300676625|gb|HM368649.
gi|300391841 |gb|HM204990.
gi|28630836|gb|AY196828.1
gi|310976243|gb|HQ380297.
gi|254028638|gb|GQ184726.
gi|17863952|gb|AF448049.
gi|17863948|gb|AF448047.
gi|17863956|gb|AF448051.
gi|10953981|gb|AF306429.
gi|54306270|gb|AY694159.
gi|10505258 |gb|AF295033.
gi|50725016|dbj|AB161232.
gi|90567897:31379-32728 P
gb|AF036940.2|:5464-6807

gi|94481127:11706-13037 S
gb|EU910094.1|:1191-2549

gi|300391841 |gb|HM204990.
gi|270118907 |emb|FM882254
gb|HM204990.1:4076-4657

gi|10505258|gb|AF295033.1
gi|35396185|gb|AY367788.1
gi|1255665:3690-4271 Pseu
gb|AF252550.1:772-2115 C
gi|310976243|gb|HQ380297.
gb|M23914.1| PSENDOABC:186
gb|AY887963.3|:16051-1740

RFRRRRR

15860 15870
O I I

AAGGTGACCAGGATCAGCGTICGAC
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A.1: MSA for primer design

Gram Positive PAH-RHD Multiple Sequence Alignment

gi|27657414 | emb |AJ494745.
gb|DQ846881.1| :4555-5967

gb|AF082663.3| :4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| :945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414|emb|AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj |AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414|emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3]:4123-5535
gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.1

10 20 30 40 50
o e o o I P P
ATGOVACEGAAACEACCGAAACCACCGGCACA

ATGACCACCGAAACAACCGAAACCACCGGCACA
ATGACCACCGAAACAACC AC| ACACA
ATGACCACCGAAACAACC CA
ATGACCACCGAAACAACCGAAACCACCGGCACA
ATGACCACCGAAACAACCGAAACCACCGGCACA!

ATGACCACCGAAACAACC CA
ATGACCACCGAAACAACC CAl
ATGACCACCGAAACAACCGAAACCACCGGCACA
ATGACCACCGAAACAACCGAAACCACCGGCACA!

GTGATG;eC

AeGCe

AT
ATGACCGCTTCAGTGAN CGTGCCTCEATEACGCGGAEAAEETE%TE

60 70 80 100
R EE TN FE RS R I P T prey

TGACGCGACCGATCCCTACCTGCGGCGCGCGHITGC
ATGCT[er\GeAI\CGAACTHeGeeAleACHCTCEAAAR GCATe)Nee
ATGCT(e CE‘CGAACTCC GCE AClOCTCOAAAZ GCATeNee

TGACGCGACCGATCCCTACCTGCGGCGCGCGCTGCGEGAMGTAGCGGACG

TGACGCGACCGATCCCTACCTGCGGCGCGCGHTGC :

TGACGCGACCGATCCCTACCTGCGGCGCGCGINTGC

TGACGCGACCGATCCCTACCTGCGGCGCGCGINTGC

TGACGCGACCGATCCCTACCTGCGGCGCGCGCTGC

TGACGCGACCGATCCCTACCTGCGGCGCGCGCTGC

TGACGCGACCGATCCCTACCTGCGGCGCGCGETGC
TGACGCGACCGATCCCTACCTGCGGCGCGCGCTGC

ATGCT] CGAACT/S clgcrd] GTTHGCACENSE
b\GA TE S TEAGGTGAC caleac] IGRECTeGCEGAIG
ATCATT{ECET(ECGAGCE GCAGAAATCACCGCTTTGTTCAETTEC

110 120 130 140 150
RN R RS R RS RS IR R R P

GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTE

Y cGRAcCiGGEcETEcceecceaTcRATCACGATCCAGAGETE
mGECGZECETCCGGCCTCETC@CGATCCEGE G
GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTA
GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTE
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A.1: MSA for primer design

gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2]:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRR

gi|27657414 | emb |AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551 |gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| :945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414|emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3|:4123-5535
gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947

NRRRRR

GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTA
GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTH
GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCCH
GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTH
GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTH
GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTR
GGCTCAAGGTCGGGCGCTTACCGGCCCGCGTCGTCAGCGATCCCGCGCTE

TCGCH SCGAECCCGENRT(d
VAT S TART\CAS\CHeAEATANT
AAANGLYIAEAAElen w2 GTT‘TTEC‘G‘CCCH ATANT
GV e GRCIGGLYSCE T C Ce GCCI ST CIAT CAICGATCCCGHGETH
T C TG CCCCGCEC‘CGTCT‘C"CGAECECGR AINC
GECCEGETACTCECICGAT{EMeleC T Ty{e T AW At

160 170 180 190 200
| S o O O L I I IPSTPre e

CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACENeTCGA GAGCGGATCTTRGGHCINGCETGGGTRTTECTCGE
CACgXeTCGA GAGCGGATCTTHGGHCIMGCETGGGTITTECTCGY
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
CACACGATCGAGATGGAGCGGATCTTCGGGCGCGCCTGGGTGTTTCTCG
TTEGAEGCHeY TGAGMGATCTTCWCCTGGGTQT@T C
TTGAACHTIE TCGA S FARA, LA e e A AR CHTGGEAGTTTCTLEG
TETGAACTTGA ecaciciarilrrecc Y yey : : E

210 220 230 240 250
I R Y I I T It TS r e I

GAGTCGGAGTTGGCCAAGTCCGGCGACTTCGTCGTGCGGCACATCG
calGAGINSNGAGRATECC CGGHGACTECGTRGTGCGGIACATCH
CAINGAGH GAGEchcc CG GACTECGTTGTGCG CATCH
ACACGAGTCGGAGTTGGCCAAGTCCGGCGACTTCGTCGTGCGGCACATCG
Yo!.Yole!.Veli (olele) Vel i (elelolel.V.Vek (ololelelole) Yok i folek olek elolelelor-or- ol
ACACGAGTCGGAGTTGGCCAAGTCCGGCGACTTCGTCGTGCGGCACATCG
Yo!.Volel.Veli olele) Vel i elelolel.V.Vek ololelelole).-Yoki i folek olek elolelelor-or-\ ole
ACACGAGTCGGAGTTGGCCAAGTCCGGCGACTTCGTCGTGCGGCACATCG
Yo!.Volel.Veli (olelel Vel i elelolel.V.Vek ololelelole) Yok i folek olek elolelelor-or-\ ole
Yol -Yole?.Veli (olele).Veki i (elelolel.V.Veki (ololelelole) Yok i folek oley elolelelor-or- ole
Yol .Velel.Veli (olelel Vel i elelolel.V.Vek ololelelole) Yok i folel olek elolelelor-or- ole
Yo!.Yole?.Veli (olele).Yeki i elelolel.V.Vek ololelelole) .ok i folek olek elolelelor-or-\ ole
[eCACGAGINSGAGRTEECCleR A AAGE A

ACAC
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A.1: MSA for primer design

gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

gi|27657414 | emb |AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3| :4123-5535

gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3| :4123-5535
gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj |AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 |emb|AJ494745.
gb|DQ846881.1|:4555-5967

GTCGTGCGGCACATCG
CABGAGIYEIGAGTHECCEAGHECGGIGANTEICGTCGTGCGGIACATCH
TCACGAGTCGGAGRTCGCCC CCCGGCGACTECGTEGTGC

260

270

ccleane Ny CuyeleleleCle-o UeleGCEGT
GHGAT (6 TGCCGGAC TCCleloGleld
GGGCCGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
GGGCHGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
GGGCCGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
GGGCCGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
GGGCCGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
GGGCCGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
GGGCCGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
GGGCCGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
GGGCCGATTCGGTGATCGTTTGCCGGGACAACTCCGGCCGCATCCAGGCG
: A2 AGEEAAASTheA]
2eAGAAGEN e R \A/elET

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGCGCTGAG‘
NJSiCAATECTTGECGCCACCGEGGTR GTGTGCCGCGCEGAGEA
X CAATECTTGECGCCACCGEGGTY GTGTGCCGCGCEGAGA

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGCGCTGAG

Shieiieler.V.\ Lo Cie TCGT TTGCCEeGABAACTCClE [eldlelelenTCCrYeGC

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGCGCTGAGA

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGEGCEGAGE

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGCGCTGAGA

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGCGCTGAGE

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGCGCTGAGA

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGCGCTGAGR

CTGTCCAATTCTTGTCGCCACCGTGGTGCGCTCGTGTGCCGCGCTGAGE

NACCG TGECGCCACCGEG(G;E_‘

TACCTAVNITAEIACToXoloellelen n elen

TACCT. ‘AATTCRTGT ACT) CACCGTGGmCGC‘ ;

360
S e T e e e P e |

GGGAAACACCGCGCARCTTCCAATGCCCGTACCACGGCTGGGTGTACAGC
GGGEAACACCHCIECARCTTCCEATGCCCITACCACGGINTGGINSTACAGC

370 380 390
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A.1: MSA for primer design

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 |emb|AJ494745.
gb|DQ846881.1]|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2]:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb |AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3|:4123-5535
gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.

NRRRRR

CTTCCAATGCCCGTACCACGGCTGGGTIGTACA
CTTCCAATGCCCGTACCACGGCTGGGTGTACA
CTTCCAATGCCCGTACCACGGCTGGGTIGTACA
CTTCCAATGCCCGTACCACGGCTGGGTGTACA
CTTCCAATGCCCGTACCACGGCTGGGTGTACA
CTTCCAATGCCCGTACCACGGCTGGGTIGTACA

CTTCCAATGCCCGTACCACGGCTGGGTGTACA
CTTCE CCTGCCCGTAECACHGCTG

TACC [lenyelen

TACC GHTG

A A cc
lele C“C
410 420 430 440 450

AACACEGGAE GTCG delelelsccaerl TATEECEE:
CACE AE EGTCGEE ICCGGC :E ETATEC“
AACACCGGAGAGCTCGTCGGCGTGCCGGCGATGA
ACACCGGAGAGCTCGTCGGCGTGCCGGCGATGE
ACACCGGAGAGCTCGTCGGCGTGCCGGCGATGA
Yo7 Yelolelel Vel Yeloh [oleh oleleleleh elelelelelele el
ACACCGGAGAGCTCGTCGGCGTGCCGGCGATGA
ACACCGGAGAGCTCGTCGGCGTGCCGGCGATGA
AACACCGGAGAGCTCGTCGGCGTGCCGGCGATGR
ACACCGGAGAGCTCGTCGGCGTGCCGGCGATGA
'CACCGGAGAGCTCGTCGGCGTGCCGGCGATG

olele
TTAGAT|eler:\e GT
TTAGAT{eler:\e T GT

AGTTTEGTCGGCGTGCCGGCCGGC‘A & \CleeGIYICG
‘TCGTCGGCITCCC‘TTCCACC"G‘CGCTT‘CG

460 470 480 490

AGCHy H c TAC
GCTTCGACAAGTCGCAGTGGGGATTACGTCACATC
GCTTCGACAAGTCGCAGTGGGGATTACGTCACATC

GCTTCGACAAGTCGCAGTGGGGATTACGTICACATC

GCTTCGACAAGTCGCAGIGGGGATTACGTCACATC
GCTTCGACAAGTCGCAGTGGGGATTACGTICACATC
GCTTCGACAAGTCGCAGTGGGGATTACGICACATC
GCTTCGACAAGTCGCAGTGGGGATTACGTICACATC
GCTTCGACAAGTCGCAGTGGGGATTACGICACATC
GCTTCGACAAGTCGCAGIGGGGATTACGTCACATC
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A.1: MSA for primer design

gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| :945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

gi|27657414|emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3|:4123-5535
gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj |AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

I N{eTCGACAAG:VAGEA WG olele/eTeClYelNXeCloTe ®GAe
AGAIGTGTLYAGATG \eiyeleleler\CuyCleledy T ACARG
AGE GTGTMAGAT Negyeleleler TCGT ATy CCHC Ale
GCTTCGACAAGTCGCAGTGGGGATTACGICACATC CCCCATG

TC- - AGCEGA); GTCEE:ETG ACCHGHEGECGLYIG eGaricc
CGAGGCEele CIRYeAINEC GCARNT GGGleAleldle CE TGS CAGCGCCiYAe

GT TCGACAAGL YN TG eeeTeVXeCleCleleC CACGE
GP-524F >
510 520 530 540 550

TCGACTCGTACGCCGGAT‘CATCTTCGGCAGCGTCGAT

(el6TACH TCTTCGGCyy CGC
e 6TACH TCTTCGGCyyelele

TCGACTCGTACGCCGGATTCATCTTCGGCAGCGTCGAT

TCGACTCGTACGCCGGATTCATCTTCGGCAGCGTCGAT
TCGACTCGTACGCCGGATTCATCTTCGGCAGCGTICGAT

TCGACTCGTACGCCGGATTCATCTTCGGCAGCGICGAT
TCGACTCGTACGCCGGATTCATCTTCGGCAGCGTCGAT
TCGACTCGTACGCCGGATTCATCTTCGGCAGCGTICGAT
TCGACTCGTACGCCGGATTCATCTTCGGCAGCGTCGAT
TCGACTCGTACGCCGGATTCATCTTCGGCAGCGTICGAT
TCGACTCGTACGCCGGATTCATCTTCGGCAGCGTCGAT

TCG TCGTACGCCG TCTTCGECAGC ieAI\CMeC(r\ClETCGAR
CAAGTTAC THTT TRAGATLCXEAINGCHNE
CAAGT TRTT THGA i E A

Ac EE F\cleldcGAT

Ale CE;C

Clele CGAGe Y CGCCG CC

560 570 580 590

. R R R e e e e ..
GCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT I

pele CTelerNe GACTACCTCGGCGACOINGARGTTCTACCTCG iyCT
pyele CTele)Xe GACTACCTCGGCGACMIGARGTTCTACCTCG iy CT
‘GCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT
AGCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT
AGCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT
AGCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT
AGCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT
AGCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT
AGCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT
‘GCCTGACCGACTACCTCGGCGACACGACGTTCEACCTCGACCTCATT
‘GCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT

CCT{ek CGACTICCTCGGCGACECG:M Gy TCGACCT WCAT
TG ATGCT
TRG GAiiT THATGCT

CCASKA
CCRASNA
'GCCTGACCGACTACCTCGGCGACACGACGTTCTACCTCGACCTCATT C|
feeC T GEINEGACTACCTCGGCGANANGARGTTCTACCTCGAINATHET T(ok
dleCCTGELYeGAETINCCTCGGCGACIRIEelSTTC TACCTEGACIACIVNSAC]
dlefelcleiNeCCGACTpCIERC “‘C.‘EGETCT-TG CCETACCT
(et C THAIEGACTARCTEGGIGACECIECITEETACCT{eGACMIA T el

OO0 0000000

40 650

A

610 620 630

~ Start of RHDa

[ ~&nd of RHDa

—» GP-524F
<4— GP-659R

<4— GP-662R

GP-662R

GP-659R
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A.1: MSA for primer design

gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj |AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| :945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

O S e T I I .
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCT TGG
CGGRACTGEAGGT ccGe uvelel

CGGRCT leley CCGC uelel
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG
GAAGAAGACAGCGGGCGGTCTGGAGGTGATEGGGGCACCGCATCGATGG
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG
GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG

cleClelele @G ch
CGG G ATGGARGT CcC c :
CGGE G ‘TGGAEGT o GG cC CAﬁ; ;

GAAGAAGACAGCGGGCGGTCTGGAGGTGATAGGGGCACCGCATCGATGG
CGCGTleACeCloeleGThveC! el CGhiCleleClelsClelelele \GieleGyielel
c Ao G el GCCGONTEGAGET GesGGosCleCRGCEMIGERGG
GC CCCCACEATCTOTCAAAACAAASTITIECCTACEAEIGAACATCA
ceech) - - TTlecledden THARA Cl{eGiCleE T CETHECGGCAAGGTTE

gi|27657414|emb|AJ494745.
gb|DQ846881.1]|:4555-5967

gb|AF082663.3]|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2]|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414|emb|AJ494745.
gb|DQ846881.1]|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254|gb|AF548343.

RRrRRR

660 670 680 690 700
P P S I T T P P |

TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTC
TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTCC
TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTCC
TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTCC
TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTCC
TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTCC
TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTCC
TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTCC
TGATGTCAGCGAACTGGAAGACAGCCGCCGACAATTTTGTCGGCGACTC

T CACACCRTETEICBCACCGCTCGATGGTCGAGCTEG T[eGCleCC

CACACCHTG TeNCl®CACCGCTCGATGGTCGAGCTEeG uyCleleClele
TACCACACC TTTTTGETCACCGCTCEATGGTCGAGCTAGGCATGGCGCC
TACCACACCCT®TTTGCTCACCGCTCGATGGTCGAGCTAGGCATGGCGCC
TACCACACCCT®TTTGCTCACCGCTCGATGGTCGAGCTAGGCATGGCGCC
TACCACACCCT®TTTGCTCACCGCTCGATGGTCGAGCTAGGCATGGCGCC
TACCACACCCT®TTTGCTCACCGCTCGATGGTCGAGCTAGGCATGGCGCC
TACCACACCCT®TTTGCTCACCGCTCGATGGTCGAGCTAGGCATGGCGCC
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A.1: MSA for primer design

gi|11038551|gb|AF249301.2
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2]|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

gi|27657414 |emb|AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb |AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj |AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| :945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721

NRRRRR

TACCACACCCT®TTTGCTCACCGCTCGATGGTCGAGCTAGGCATGGCGCC
TACCACACCCT®TTTGCTCACCGCTCGATGGTCGAGCTAGGCATGGCGCC
TACCACACCITTTTT TCACCGCTCHATGGTCGAGCTAGGCATGGCGCC

CACCGCTC

GRTC: GGT GAINATEGGHAT
e A GHE

GCCCley\elele TTCGC
GCCCley:\elele TTCGC
A

CGGTGACCCAAACTTCGCHL

ﬁ@@ JeTGL\CGG

810 820

GGCGTCGGCGTACTC
eleleC AT
GGCls ATh
GGEGTCGGCGTACTC
GGCGTCGGCGTACTC
GGCGTCGGCGTACTC
GGCGTCGGCGTACTC
GGCGTCGGCGTACTC
GGCGTCGGCGTACTC

GGCGTCGGCGTACTC
GGCGTCGGCGTACTC|

TeGGCATHE
CG GACGACCTACAHGCTCCCC ‘GG

TATGlelolenl\Cr:
Iscen .
GCGCACCAHCGG‘
CGGTGACCCAAACTTCGCGAGCGCACCAGCGG HATCTCGCTGCAG‘
CGGTGACCCAAACTTCGCGAGCGCACCAGCGG
CGGTGACCCAAACTTCGCGAGCGCACCAGCGG
CGGTGACCCAAACTTCGCGAGCGCACCAGCGG
CGGTGACCCAAACTTCGCGAGCGCACCAGCGGAMATCTCGCTGCAGA
CGGTGACCCAAACTTCGCGAGCGCACCAGCGGEEA
CGGTGACCCAAACTTCGCGAGCGCACCAGCGG

GRccec

‘ATCTCGCTGCAG

TCTCGCTGCAG2
ATCTCGCTGCAGA
‘HCGG‘HATCTCGCTGCAG‘

‘GGGCCIG‘TCCC ECGCATCTT[EAG
TATCTTTGTCGCTG@AATGE GC

CTCCEACIT
830 840 850
GGCTTTCCGCCCAC
G cceecleees
G CCGCClelelepy
GGCTTTCCGCCCAC
GGCTTTCCGCCCAC
GGCTTTCCGCCCAC
GGCTTTCCGCCCAC
GGCTTTCCGCCCAC
GGCTTTCCGCCCAC
GGCTTTCCGCCCAC
GGCTTTCCGCCCAC
GGCTTTCCGCCCAC
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A.1: MSA for primer design

gi|310976243|gb|HQ380297.

gi|27657414 | emb |AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551 |gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| : 945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414|emb|AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj |AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3|:4123-5535
gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.1
gi|37622232|gb|AY330100.1

1\GeCeCAGGCH T NVIT e C TCCARATARGGEAJEGGEATG
860 870 880 890 900

S o e O e e It I PP
GATTTTCCCGAGTACGAGGGATACCCCG‘ CGAAGTCGTCGACCAGATG

GAGT] A ueledy

E SO B SR O R

GATTTTCCCGAGTACGAGGGATACCCCG‘ CGAAGTCGTCGACCAGATG
GATTTTCCCGAGTACGAGGGATACCCCGARCGAAGTCGTCGACCAGATG
GATTTTCCCGAGTACGAGGGATACCCCGARCGAAGTCGTCGACCAGATG
GATTTTCCCGAGTACGAGGGATACCCCGARCGAAGTCGTCGACCAGATG
GATTTTCCCGAGTACGAGGGATACCCCGARCGAAGTCGTCGACCAGATG
GATTTTCCCGAGTACGAGGGATACCCCGARCGAAGTCGTCGACCAGATG
GATTTTCCCGAGTACGAGGGATACCCCGARCGAAGTCGTCGACCAGATG

GATTTTCCCGAGTACGAGGGATACCCCGeECGAAGTCGTCGACCAGATG
GATTTTCCCGAGTACGAGGGATACCCCGA CGAAGTCGTCGACCAGATG

GAINTeliCCAINSICCIA CCRCG2 JAGATHE
CTAGGGEAAAGTATA NI iGee ATCG GT TTG
CTAGGGEAR GTATCHAGGGAT CCIIATCG GT TTG

GATTTTCCCGAGTACGAGGGATACCCCG CGAAGTCGTCGACCAGATG

ClGEeGE e TeAT/leleCATGHeGE :EETCGTCGAEEAGETG

& \ACGGETGCGCIYNHETCeleGITTdle GTEGACCEGAT
GAclde TileCdellleCliAlsGGeeiRCCCiARCGAEGTEGTEGAECAGETHG
IGIGTTGEGCEGLY SN T TeAEGIGTGCAAE [MeCAGLCT E

910 920 930 940 950

R R e
CGACGTCCTACCCGTC GCCGGTACACAAGGACCTGATGCGACGCTC G

el
AACGTCGGCT@A TGCCTTC
AACGTCGGCTCRC A Tlel6éCTTC

CGACGTCCTACCCGTC GCCGGTACACAAGGACCTGATGCGACGCTC‘T
CGACGTCCTACCCGTCRRGCCGGTACACAAGGACCTGATGCGACGCTCAY:
CGACGTCCTACCCGTCRRGCCGGTACACAAGGACCTGATGCGACGCTCALS
CGACGTCCTACCCGTCRRGCCGGTACACAAGGACCTGATGCGACGCTCAL
CGACGTCCTACCCGTCRRGCCGGTACACAAGGACCTGATGCGACGCTCALS
CGACGTCCTACCCGTCRRGCCGGTACACAAGGACCTGATGCGACGCTCALS
CGACGTCCTACCCGTCRRGCCGGTACACAAGGACCTGATGCGACGCTCAY:
CGACGTCCTACCCGTCRRGCCGGTECACAAGGACCTGATGCGACGCTCALS
CGACGTCCTACCCGTCRRGCCGGTACACAAGGACCTGATGCGACGCTCAY:
A ‘CG leCleGC

TT c

TTHC

CGACGTCCTACCCGTC GCCGGTACACAAGGACCTGATGCGACGCTC
CGTCGGCTgAeCH ®AEGT®GAGLTCT T GCCCEAEGCCTTC
CAECATHTGTEel TCH AT T TG CCA e HaGCTTC

ACTSCCGRATTCCGOIATRISETATT TR EEGAARCIC T TRGCEIG

TTCHEGARANTGATEGE - ATTCEGLGGEGC crlGle: GCTGHA

960 970 980 990 1000

<
GTGTTCCCGAATTTGTCGTTCATCAAC
GTGTTCCCGAATETATCGATCecAACH
GTGTTCCCGAAT( THTCGHTC CAACHY

CCTTTATTCACGGCACC| GTGTTCCCGAATTTGTCGTTCATCAAC
CCTTTATTCACGGCACCEGTGTTCCCGAATTTGTCGTTCATCAAC
CCTTTATTCACGGCACCEGTGTTCCCGAATTTGTCGTITCATCAAC
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A.1: MSA for primer design

gi|26080262|gb|AF548347.1
gi|26080258|gb|AF548345.1
gi|26080254 |gb|AF548343.1
gi|11038551|gb|AF249301.2
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3| :4123-5535
gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi| 47563680 |dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 |emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3|:4123-5535
gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.

NRRRRR

GTGTTCCCGAATTTGTCGTTCATCAAC
GTGTTCCCGAATTTGTICGTTCATCAAC
GTGTTCCCGAATTTGTCGTTCATCAAC
GTGTTCCCGAATTTGTCGTTCATCAAC
GTGTTCCCGAATTTGTCGTTCATCAAC
GTGTTCCCGAATTTGTCGTTCATCAAC

[eyCC CTCG oe- G
T‘CCC TeTITCe TTC TC CCC
A T TUTCleTTCeTC. CCC

CCTTTATTCACGGCACC|
CCTTTATTCACGGCACC]
CCTTTATTCACGGCACC|
CCTTTATTCACGGCACC|
CCTTTATTCACGGCACC]
CCTTTATTCACGGCACC

CcGHAc sGleiC
A TTT T
A TTT T

GACC‘TCGCGCCGGACCACATGTCGCCCCCTACC

: en/Neler\2 ci\ACH
CCTGAY GHAGG CAC ccEACT
GACCCTCGCGCAGGACCACATGTCGCCCCCTACC
GACCCTCGCGCAGGACCACATGTCGCCCCCTACC]
GACCCTCGCGCAGGACCACATGTCGCCCCCTACC
GACCRTCGCGCEGGACCACATGTCGCCCCCTACC
GACCCTCGCGCAGGACCACATGTCGCCCCCTACC
GACCCTCGCGCAGGACCACATGTCGCCCCCTACC
GACCCTCGCGCAGGACCACATGTCGCCCCCTACC
GACCCTCGCGCAGGACCACATGTCGCCCCCTACC
GACCCTCGCGCAGGACCACATGTCGCCCCCTACC

CCCTTCATCACGTTC
CCCTTCATCACGTTC|
CCCTTCATCACGTTC
CCCTTCATCACGTTC|
CCCTTCATCACGTTC|
CCCTTCATCACGTTC
CCCTTCATCACGTTC|
CCCTTCATCACGTTC
CCCTTCATCACGTTC

CIATAVNRWNC T TEAT]
CETA‘TTATCTTRAT

1060 1070 1080 1090 1100

T T e e e P O IS |
CGGGTATGGCATCCGCTCTCCCATGATCGGATGGAGATCCTCTCCTGGTT
®TGGCATCCGCTC, Aler:\ieler: TCyi
®TGGCATCCGCTC| AGATGGA CTT
CGGGTATGGCATCCGCTCTCCCATGATCGGATGGAGATCCTCTCCTGGTT
CGGGTATGGCATCCGCTCTCCCATGATCGGATGGAGATCCTCTCCTGGTT]

CGGGTATGGCATCCGCTCTCCCATGATCGGATGGAGATCCTCTCCTGGTT]
CGGGTATGGCATCCGCTICTCCCATGATCGGATGGAGATCCTCTCCTGGTT

CGGGTATGGCATCCGCTCTCCCATGATCGGATGGAGATCCTCTCCTGGTT]

CGGGTATGGCATCCGCTICTCCCATGATCGGATGGAGATCCTCTCCTGGTT
CGGGTATGGCATCCGCTCTCCCATGATCGGATGGAGETCCTCTCCTGGTT
CGGGTATGGCATCCGCICTCCCATGATCGGATGGAGATCCTCTCCTGGTT
CGGGTATGGCATCCGCTCTCCCATGATCGGATGGAGATCCTCTCCTGGTT

A GAGATCC A
AAAGHY T CTGGTT
av{e T T[eCTGGTT

CGGGTATGGCATCCGCTCTCCCATGATCGGATGGAGATCCTCTCCTGGTT
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A.1: MSA for primer design

gb|GQ848233.3|:3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

gi|27657414 |emb|AJ494745.
gb|DQ846881.1]|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2]:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb |AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3|:4123-5535

gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj |AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| :945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414|emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3]:4123-5535

BRCCHY GCGACCACGEEATC‘C i TEGEE TGy
GAEGCATRCACCECCENEGI{S TGGAMSIACGC

1120 1130 1140
A P N e I s A I T
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCT{e N\GAAGE\Clelon e Cler\Tileles i CAAGE
CCT(e NGAAGE GCHCC TGGTT{ehv:NeG GH
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC
CCTGGTCGAACGCGATGCTCCGGAATGGTTGCGCGATGCGTCCCAGGC

‘CG“CACCQ AGCCTCGjyeleleleACCAMe GG T(ele T[eG
A N\CATGee T \GGATCisCAAGCGCCGCHTGGCC ‘CE

1170 1180 1190
e T I o e L I P
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTAC] CTTCG TTCGAACAGGACGACGCC
CCTACI E :ECTTCGm gEgETTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
CCTACGTCAACAACTTCGGCCCAGGTGGGGTTTTCGAACAGGACGACGCC
gGACG

TCG CAKGACG
) TCG CAEGACG
CCTACGTCAACAAC

1150
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A.1: MSA for primer design

gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967

gb|AF082663.3| :4123-5535

gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| : 945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889

gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3| :4123-5535
gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761

NRRRRR

TeTleCCAGC

GGCCATCACCGAATCT
GGCCATCACCGAATCT
GGCCATCACCGAATCT
GGCCATCACCGAATCT
GGCCATCACCGAATCT
GGCCATCACCGAATCT
GGCCATCACCGAATCT
GGCCATCACCGAATCT
GGCCATCACCGAATCT

TCCAGGGCCCGTT]
TCCAGGGCCCGTT
TCCAGGGCCCGTT]
TCCAGGGCCCGTT]
TCCAGGGCCCGTT
TCCAGGGCCCGTT]
TECAGGGCCCGTT,
TCCAGGGCCCGTT]
TCCAGGGCCCGTT]

1260 1270 1280 1290 1300
T P A A (R I
A AR GGCCTGCTGAACTACREEGAAATGGGCATGGACTTGA
B TATeAERIleGGECGHEes TeGLY: G A
TATCEGET 'sCGlelelelel T(eGrY: G A
ANGGCCTGCTGAACTACHSEGAAATGGGCATGGACTT 2
GGCCTGCTGAACTACREEGAAATGGGCATGGACTT A
GGCCTGCTGAACTACEEMGAAATGGGCATGGACTT A
GGCCTGCTGAACTACREEGAAATGGGCATGGACTT E
GGCCTGCTGAACTACEEEGAAATGGGCATGGACTTGA
GGCCTGCTGAACTACEEEGAAATGGGCATGGACTT A
GGCCTGCTGAACTACREEGAAATGGGCATGGACTT A
GGCCTGCTGAACTACEEEGAAATGGGCATGGACTT 2
GGCCTGCTGAACTAC] ;
GAATHAINATHINTA A TARNTGUVT R
GAATTR TUYATAATAINTGUNT

e VN T/oA A CiwACCLGET Glelelelo! TTCAClEAGCCCE N ccle
TGAACIGCC GRT GGEATECTTEIAGGAC] AcTler\G E
8CGG GcccclecTACEe\GCCTG
CTG SrTCANYeCTT GTTHCEETG eTRA|

1320 1330 1340 1350

ACTGGCCAGGGCCGGGAGAGGCC
GGAGAGGCCHyACe{e¥:1C e{eeeT
GGAGAGGCCyACle{e2:1C] er{eleeT

ACTGGCCAGGGCCGGGAGAGGCC

ACTGGCCAGGGCCGGGAGAGGCC

ACTGGCCAGGGCCGGGAGAGGCC

ACTGGCCAGGGCCGGGAGAGGCC

ACTGGCCAGGGCCGGGAGAGGCC
ACTGGCCAGGGCCGGGAGAGGCC

A
A

ACTGGCCAGGGCCGGGAGAGGCC
ACTGGCCAGGGCCGGGAGAGGCC
ACTGGCCAGGGCCGGGAGAGGCC
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A.1: MSA for primer design

gi|316994385:945850-94720
gb|CP001878.2]|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

gi|27657414|emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3]:4123-5535
gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258 |gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2]|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3|:3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3|:4123-5535
gi|47563680|dbj |AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254 |gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj |AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2| :945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.

NRRRRR

ACTGESC
TC

CTAC GA
T G GGTCHY

CTCCCGAGCGGGIACGICCGAGC.

1360 1370
....|....|...|III. ..

A 2\eleiA eCleleln AChIT/eC [rlole}
Accﬂ GCLYXe!T iiClel iCG

CTCCCGAGCGGGIACG ZCGAGC

TGGGCTTTTCTHAT/EY N VNETT|
TGGGCTTTTCTLATEYNer.VXeTT|
o]

A

A

CTCCCGAGCGGGIACG >CGAGCRH
CTCCCGAGCGGGIACGIZCGAGCA
CTCCCGAGCGGGIACG >CGAGCPH
CTCCCGAGCGGGIACG >CGAGCRE
CTCCCGAGCGGGIACGIZCGAGCA
CTCCCGAGCGGGIACG >CGAGCRH
CTCCCGAGCGGGIACGIZCGAGCA
CTCCCGAGCGGGIACG >CGAGCRH

GAEGAALC/oelen ATGCleler\

G [@TTACCeACH;®AFATTETGAIHECCCsATCTA

CTGG
CTGG

TCIATACCTTTACAGGTCCT]
TCETACCTTTACAGGTCCT

cTackcd
Tgecacric
c G

TT
TT

CIATTCAT,

GGEGTCGTC CAAATCEECEAT

1380 1390

GAATCAGCGGCGGTTTTGGGGG.

GAATCAGCGGCGGTTTTGGGGG.

GAATCAGCGGCGGTTTTGGGGGA
GAATCAGCGGCGGTTTTGGGGGA
GAATCAGCGGCGGTTTTGGGGGE
GAATCAGCGGCGGTTTTGGGGGA
GAATCAGCGGCGGTTTTGGGGGA
GAATCAGCGGCGGTTTTGGGGGA
GAATCAGCGGCGGTTTTGGGGGA
GAATCAGCGGCGGTTTTGGGGGA

o) \ele TCAT[ECINCGCleleneTC
CAGCH{erNiy TCGCGGE u

1400

|
:

A

Q6006060606060

CCisACleloAATETGGAAEAlleA T

AAUNGCAT]

G [¢TTACCeAC®AFATTETGAIHECCCsATCTA GCAT

AAREAECERAACHTIEC FEERA TEXSEE T GRS TCATECECGCREACTC

GGeTAC:(eloleAeiy{oARGC oG

T Accﬂeﬁﬁ!c T‘GGAE

GGeGA\ClonlETh

1410 1420

... |
ATGGCTGGAATACATGGGT]

®GGCAACIYE.

®GGCAAC!Ye
ATGGCTGGAATACATGGGT]
ATGGCTGGAATACATGGGT,
TGGCTGGAATACATGGGT
ATGGCTGGAATACATGGGT,
ATGGCTGGAATACATGGGT,
ATGGCTGGAATACATGGGT,
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A.1: MSA for primer design

gi|27657414 |emb|AJ494745. [

gb|DQ846881.1|:4555-5967 CCEEEeeeee cehi.-V.-\cilelel -V \eiJelelele) (e[ohu V-V Nelelele) Neleloles v\
gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720 TGA

gb|CP001878.2|:945850-947 TGA

gi|237825726|gb|FJ032196.

gb|GQ848233.3|:3483-4889  CAT | ICCCCCAAGICCCCAGCGAAAGCGGAGGCGTAGATG)
gi|27531091:2395-3873 Ter G C cCCiXelealecCiiCeGCGAAARTTS
gi|325961450:235907-23721

gi|310976243|gb|HQ380297.
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gi|27657414 | emb|AJ494745.
gb|DQ846881.1|:4555-5967
gb|AF082663.3]|:4123-5535
gi|47563680|dbj|AB179737.
gi|37622236|gb|AY330102.
gi|37622232|gb|AY330100.
gi|26080262|gb|AF548347.
gi|26080258|gb|AF548345.
gi|26080254|gb|AF548343.
gi|11038551|gb|AF249301.
gi|108743908|gb|DQ537941.
gi|47563680|dbj|AB179737.
gi|226359415:2760431-2761
gi|316994385:945850-94720
gb|CP001878.2|:945850-947
gi|237825726|gb|FJ032196.
gb|GQ848233.3| :3483-4889
gi|27531091:2395-3873 Ter
gi|325961450:235907-23721
gi|310976243|gb|HQ380297.
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